Biophysical Journal Volume 82 June 2002 3351 


Akopova, I., 3150 
Allard, B., 3012 
Allen, P. D., 3144 
Alp, E. E., 2951 
Arancia; G., 3198 
Arkin, I. T., 3063 
Arlt, T., 3186 


Bagni, M. A., 3118 
Behrends, J. C., 3056 
Beltramini, M., 3254 
Benoliel, A-M., 3214 
Bibikova, M., 3186 
Blick, R. H., 3056 
Block, S. M., 2916 


Bloomfield, V. A., 2876, 3160 


Bondarenko, V. A., 3343 
Bongrand, P., 3214 
Borchman, D., 3096 
Bordi, F., 3198 

Borejdo, J., 3150 
Borghi, E., 3254 

Briggs, J. A. G., 3063 
Bubacco, L., 3254 
Bullerjahn, G. S., 3305 


Caffrey, M., 3105 
Carosi, A., 3198 
Cecchi, G., 3118 
Celliers, P. M., 3330 
Chanturiya, A., 3072 
Charras, G. T., 2970 
Cherezov, V., 3105 
Chin, T-M., 3170 
Cioni, P., 3246 
Clarke, R. J., 3081 
Colombini, B., 3118 
Colomo, F., 3118 
Coluzza, C., 3198 
Colvin, M. E., 2892 
Croquette, V., 3314 


Davis, L. J., 2916 
Dedov, V. N., 3134 
Dedova, I. V., 3134 
de Groot, B. L., 2934 
Desmeules, P., 3343 
Deupi, X., 3207 

Di Muro, P., 3254 
Diociaiuti, M., 3198 


AUTHOR INDEX 


Dohse, B., 3186 

Dunaway, D., 3128 
DuPré, D. B., 3096 
Durbin, S. M., 2951 


Garcia-Moreno E., B., 3289 


Fauver, M., 3128 

Fayer, M. D., 3277 

Feeney, R. E., 2892 

Felder, E., 3144 

Fertig, N., 3056 

Fink, W. H., 2892 

Fitch, C. A., 3289 
Franzini-Armstrong, C., 3144 


Georgievskii, Y., 2833 
Giles, R., 3089 

Gilly, W. F., 3022 
Gorlach, M., 2995 
Gosse, C., 3314 
Govaerts, C., 3207 
Grandbois, M., 3343 
Gross, S. P., 2916 
Grubmiiller, H., 
Guilbert, C., 


Hambly, B. D., 3134 
Hanck, D. A., 3048 
Hansmann, U. H. E., 3269 
Haris, P. I., 2995 

Hill, A. P., 3037 
Hochmuth, R. M., 2964 
Hojo, H., 2995 

Horton, M. A., 2970 
Hsueh, Y-W., 3089 
Huang, D-H., 3170 
Huppman, P., 3186 


Jerng, H. H., 3022 
Jiang, L., 3181 


Kan, L-S., 3170 
Karp, D. A., 3289 
Kitson, N., 3089 
Klemic, K. G., 2831 
Korolev, N., 2860 
Kuksenok, O., 3072 


Laaksonen, A., 2860 


Langowski, J., 2847 
Lattman, E. E., 3289 
Lee, K. K., 3289 
Leontis, N. B., 3305 
Lin, S-B., 3170 

Lin, W-C., 3170 
Loring, R. F., 3277 
Lyubartsev, A. P., 2860 


Mallouk, N., 3012 
Marcus, W. D., 2964 
Medvedev, E. S., 2833 
Merchant, K. A., 3277 
Molinari, A., 3198 
Morris, C. E., 2982 
Motta, A., 3198 
Mouawad, L., 3224 
Myshkin, E., 3305 


Naranjo, D., 3003 
Nguyen, D. H., 2892 
Nordenskidld, L., 2860 
Nosworthy, N. J., 3134 


Odde, D. J., 2916 
Oesterhelt, D., 3186 
Ohlenschlager, O., 2995 
Olivella, M., 3207 


Pardo, L., 3207 
Pasternack, L. B., 3170 
Pector, V., 3105 

Peng, Y., 3269 
Penzkofer, H., 3186 
Perahia, D., 3224 
Pierres, A., 3214 

Pohl, P., 2934 

Pollack, G., 3128 
Prohofsky, E. W., 2951 
Protasi, F., 3144 


Qiu, H., 3105 


Rai, B. K., 2951 
Ramachandran, R., 2995 
Reiser, K. M., 3330 
Remedios, C. G., 3134 
Robert, C. H., 3224 
Rouzina, I., 3160 
Rubenchik, A. M., 3330 


Rujoi, M., 3096 
Russu, I. M., 3181 
Ruysschaert, J-M., 3105 


Sage, J. T., 2951 
Salesse, C., 3343 
Salvato, B., 3254 
Scaria, P., 3072 
Schamberger, J., 3081 
Scheidt, W. R., 2951 
Schmidt, S., 3186 
Sheets, M. F., 3048 
Siggia, E. D., 2928 
Sigworth, F. J., 2831 
Sitsapesan, R., 3037 
Solari, P. L., 3254 
Stites, W. E., 3289 
Stoller, P., 3330 
Strambini, G. B., 3246 
Stuchebrukhov, A. A., 2833 
Sturhahn, W., 2951 
Swain, P. S., 2928 


Tabarean, I. V., 2982 
Tang, K. E. S., 2876 
Thattai, M., 2943 
Thewalt, J., 3089 
Thompson, D. E., 3277 
Tieleman, D. P., 2934 
Torres, J., 3063 
Touchard, D., 3214 


Ushakov, D. S., 3150 


Vandenbranden, M., 3105 
van Oudenaarden, A., 2943 


Wachtveit, J., 3186 
Wedemann, G., 2847 
Wenner, J. R., 3160 
Williams, M. C., 3160 
Williams, R. B., 3277 
Woodle, M. C., 3072 
Wyllie, G. R. A., 2951 


Xu, Q-H., 3277 


Yamazaki, A., 3343 
Yappert, M. C., 3096 
Yeh, Y., 2892 


Zinth, W., 3186 
Zubrzycki, I. Z., 2906 





Adair, R. K., 1147 
Addadi, L., 1848 
Aguilella, V. M., 1773 
Aharoni, A., 2617 
Ahrens, H., 896 
Aimoto, S., 2476 
Akopova, I., 3150 
Albanesi, J. P., 693 
Albrieux, M., 145 
Alder, G. M., 2032 
Allard, B., 3012 

Allen, P. D., 2428, 3144 
Allen, T. W., 628, 1975 
Allende, D., 1469 
Almeida, A. R., 530 
Alp, E. E., 2951 

Alpert, N. M., 11 
Amrein, M., 474 
Andersen, C., 2466 
Anderson, B. D., 2052 
Andrade, S. M., 1607 
Anteneodo, C., 1207 
Antholine, W. E., 2758 
Antonenko, Y. N., 865, 
Anvari, B., 1386 

Apell, H-J., 170 
Aradhyam, G. K., 793 
Arancia, G., 3198 
Arinaminpathy, Y., 676 
Arkin, I. T., 1068, 3063 
Arlt, T., 3186 
Armstrong, K. M., 1329 
Arseniev, A. S., 762 
Asthagiri, D., 1176 
Ataka, K., 509 
Auzely-Velty, R., 813 
Axner, O 

Ayton, G., 1226 


Baba, Y., 335 
Bacchiocchi, C., 1524 
Backman, V 

Bader, B., 36 
Badizadegan, K., 2256 
Badt, D., 2767 

Bagatolli, L. A., 2041, 2232 
Bagni, M. A., 3118 
Bahar, I., 569 

Bahra, S. S., 1828 

Baker, H. L., 582 

Baker, J. E., 2134 

Bakk, A., 713 

Balashova, T. A., 762 
Baltes, H., 896 
Bandorowicz-Pikula, J., 2737 
Bardenhagen, S. G., 1226 
Baron, M-H., 2709 
Bashford, C. L., 2032 
Bashford, D., 1176 
Bassi, R., 378 

Beahm, D. L., 2016 
Beam, K. G., 2428 
Beard, N. A., 310 


Biophysical Journal 


VOLUME AUTHOR INDEX 


Becucci, L., 852 
Beenken, W. J. D., 1030 
Behrends, J. C., 3056 
Belenky, M., 1017 
Beltramini, M., 3254 
Benattar, J-J., 541 
Benoliel, A-M., 3214 
Benz, R., 2466 
Berkowitz, M. L., 1818 
Bernéche, S., 772, 1681 
Berry, S. M., 2758 
Bertoncini, P., 517 
Bezprozvanny, I., 1995 
Bezrukov, S. M., 160, 193, 
803, 1985 
Bibikova, M., 3186 
Biggin, P. C., 676 
Bisch, P. M., 1123 
Blasie, J. K., 996 
Blazek, E. R., 19 
Blick, R. H., 3056 
Block, S. M., 2916 
Bloom, M., 1429 
Bloomfield, V. A., 2876, 3160 
Bockelmann, U., 1537 
Bolwien, C., | 
Bondarenko, V. A., 3343 
Bongrand, P., 3214 
Bonin, K., 1784 
Boogaard, C., 391 
Boone, C. W., 2256 
Boots, J. W. P., 843 
Borchman, D., 3096 
Bordi, F., 3198 
Borejdo, J., 3150 
Borghi, E., 3254 
Borisenko, V., 1308 
Borodich, A., 1719 
Bouffard, S., 2373 
Boutonnet, N., 978 
Bouzat, C., 1920 
Boysen, R. I., 2279 
Braun, F-J., 740 
Bray, D., 1809 
Bréchet, Y., 2383 
Brecht, P., 1386 
Brenner, B., 1679, 2536 
Briggs, J. A. G., 3063 
Briki, F., 2265 
Brooks, B. R., 2317 
Brosseau, C., 2134 
Brown, C. A., 1396 
Brown, R. W., 2344 
Brownell, W. E., 1386 
Bruckert, F., 2383 
Brzezinski, P., | 
Brzustowicz, M. R., 285 
Bubacco, L., 3254 
Buchet, R., 2737 
Budker, V. G., 1570 
Bullerjahn, G. S., 3305 
Burgess, D. E., 1894 
Burgos, P., 2526 


Butera, R. J., 206 
Butler, B. C., 2198 
Byrd, R., 36 


Caffrey, M., 285, 3105 
Cahill, K., 2665 

Cahill, M., 2665 

Cahill, S., 2665 

Cai, X-E., 357 

Caiolfa, V. R., 2652 
Caldwell, H. L., 2700 
Campagnola, P. J., 493 
Campbell, A. K., 582 
Campbell, K. S., 929 
Cannell, M. B., 2396 
Cantor, R. S., 2520 
Car, R., 660 

Carlsson, A. E., 2333 
Carosi, A., 3198 
Carreto, L., 530 
Carsughi, F., 2165 
Castello, P. R., 437 
Cates, M. S., 1133 
Cecchi, G., 3118 
Celliers, P. M., 3330 
Chadwick, R. S., 2798 
Chalovich, J. M., 1679 
Chanturiya, A., 3072 
Charlier, M., 2373 
Charras, G. T., 2970 
Cheatham, T. E., III, 2592 
Chen, C., 728 

Chen, F-Y., 908 

Chen, Q., 447 

Chen, S. R. W., 2428, 2436 
Chen, Y., 133 

Chen, Y-D., 1679 
Cherepanov, D. A., 1115 
Cherezov, V., 285, 3105 
Chernyshev, A., 182 
Cherry, R. J., 1828 
Chin, T-M., 3170 
Chizhovy, I., 2156 
Chung, S-H., 628, 1975 
Chupin, V., 843 
Cinque, G., 378 

Cioni, P., 3246 

Clarke, D. T., 2415 
Clarke, R. J., 3081 
Cloutier, G., 1696 
Cogdell, R. J., 2184 
Cohen-Luria, R., 2652 
Colarusso, P., 752 
Collet, C., 1509 
Colombini, B., 3118 
Colombini, M., 193, 1773 
Colomo, F., 3118 
Coluzza, C., 3198 
Colvin, M. E., 2892 
Constant, J. F., 978 
Cooke, R., 660 

Cooper, J. A., 2333 
Corbalan-Garcia, S., 233 


Volume 82 June 2002 3352-3356 


Cordone, L., 558 
Cornelius, F., 1907 
Corry, B., 1975 

Costa, S. M. B., 1607 
Cottam, M. G., 1719 
Coutu, P., 2565 
Crawford, O., 1894 
Cremonesi, O., 378 
Crivelli, S., 36 
Crocker, E., 2476 
Croquette, V., 314 
Crowe, J. H., 464, 874 
Crowe, L. M., 874 
Cukierman, S., 182, 1329 
Culard, F., 2373 


Dallé, D., 2265 
Damiano, E. R., 1153 
Daniel, D. C., 1654 
Darden, T., 1190 
Dasari, R. R., 2256 
Davies, S. C., 582 
Davis, L. J., 2916 
de Almeida, R. F. M., 823 
Décavé, E., 2383 
Dedov, V. N., 3134 
Dedova, I. V., 3134 
Deen, W. M., 2081 
Defrancq, E., 978 
de Groot, B. L., 2934 
Dekker, J. P., 1586 
de Kruijff, B., 843 
Delbono, O., 1338 
Delisle, B. P.,.1894 
del Mar Martinez-Senac, M.., 
233 
Del Negro, C. A., 206 
Demé, B., 215 
Demel, R. A., 843 
Deng, P., 1059 
Desmeules, P., 3343 
Deupi, X., 3207 
De Waard, M., 145 
de Weerd, F. L., 1586 
Diamond, S. L., 1835 
Dickinson, R. B., 605 
Dieckman, L., 391 
Dietrich, C., 274 
Diller, R., 1004 
Dimitriadis, E. K., 2798 
Di Muro, P., 3254 
Ding, J., 835 
Ding, J. P., 2448 
Diociaiuti, M., 3198 
DiVietro, J. A., 1835 
Dixon, R. A. F., 447 
Djedaini-Pilard, F., 813 
Dohse, B., 3186 
Dolan, E. A., 2317 
Dong, C. Y., 2211 
Dong, H., 1943 
Dong, X-x., 1254 
Doruker, P., 569 





VOLUME AUTHOR INDEX 


Doucet, J., 2265 

Dubois, M., 215 
Dulhunty, A. F., 310 
Dunaway, D., 3128 
Dunn, J., 1943 

DuPré, D. B., 2067, 3096 
Durand, D., 345 

Durbin, S. M., 2951 


E., B. G-M., 3289 
Edwards, A. M., 996 
Efremov, R. G., 762 
Ehlenbeck, S., 740 
Ehlert, J., 1580 
Ehrenberg, B., 2101 
Eilers, M., 2476, 2720 
Elcock, A. H., 2326 
Elking, D., 2333 
El-Sayed, M. A., 1598 
Elston, T. C., 1239 
Engel, A., 1667 
Engelhard, M., 2156 
Eon, S., 2373 

Epand, R. M., 264 
Erickson, G. R., 720 
Errington, R. J., 582 
Esandi, M. C., 1920 
Eskow, E., 36 
Essevaz-Roulet, B., 1537 
Esteban, B., 1004 
Estrada, S. D., 874 


Fahmy, K., 793 

Fallman, E., 2224 

Fauver, M., 3128 

Fayer, M. D., 3277 
Fedorov, A., 823 

Feeney, R. E., 464, 874, 2892 
Feld, M. S., 2256 

Felder, E., 3144 

Feller S. E., 1396 

Feng, W., 2428 

Feniouk, B. A., 1115 
Fernandes, A. C., 530 
Fernandez, N., 1828 
Fernandez-Seara, M. A., 522 
Ferrone, F. A., 399 

Fertig, N., 3056 

Fidy, J., 426 

Fink, W. H., 464, 2892 
Finnefrock, A. C., 2504 
Fitch, C. A., 3289 
Fitzgerald, W. J., 29 
Flecha, F. L. G., 437 
Fleck, C., 76 

Foloppe, N., 1554 
Fontaine, I., 1696 
Fourcade, B., 2383 
Fowler, V. M., 2548, 2580 
Franbourg, A., 2265 
Franzini-Armstrong, C., 3144 
Frederik, P., 2090 

Freed, K. F., 1791 

Frese, R. N., 2184 
Friedrich, J., 1644 


Friedrich, P., 1711 
Fuchs, P. A., 64 
Fujimoto, B. S., 944 
Fujimoto, E., 1293 
Fujita, H., 915 
Fujiwara, T., 274 
Furch, M., 2536 
Furlong, J., 2526 


Galla, H-J., 474 

Gallo, S. A., 109 
Gandhavadi, M., 1469 
Ganea, C., 1687 
Garcia, J., 1319 
Garcia-Fresnadillo, D., 978 
Garlaschi, F. M., 378 
Garrivier, D., 2383 
Gartner, W., 2627 
Gawrisch, K., 1396 
Gazzillo, D., 2165 
Geeves, M. A., 1677 
Geib, S., 145 

Geiger, B., 1848 
Gensch, T., 1632 
Georgakopoulou, S., 2184 
Georgievskii, Y., 2833 
Georgiou, G.. 1828 
Giacometti, A., 2165 
Giles, R., 3089 

Gilly, W. F., 3022 
Glinka, C. J., 2487 
Glouchankova, L., 1995 
Golezak, M., 2737 
Goldstein, B., 1743 
Gomez-Fernandez, J. C., 233 
Gonzales, N. R., 1096 
Gorlach, M., 2995 
Gosse, C., 3314 
Govaerts, C., 3207 
Grabitz, P., 299 
Gradmann, D., 740 
Graf, K., 896 
Grandbois, M., 3343 
Grange, W., 517 
Grant, L. M., 1373 
Gratton, E., 133, 2232 
Greenfield, N. J., 2580 
Griffin, R. G., 1017 
Griffith, L. G., 120 
Groesbeek, M., 2476 
Groma, G. I., 1687 
Gronenborn, A. M., 988 
Groome, J., 1293 
Gross, S. P., 2916 
Gruber, H. J., 2767 
Grubmiiller, H., 2934 
Gruner, S. M., 2504 
Gryczynski, I., 1358 
Gu, J., 2111, 2123 
Guidelli, R., 852 
Guidry, J., 2645 
Guilak, F., 720 
Guilbert, C., 3224 
Gumilar, F., 1920 
Giintherodt, H-J., 517 


Gurnev, P. A., 1985 


Hall, C. K., 646 

Hall, J. E., 2016 
Hallock, K. J., 2499 
Hama, H., 1076 
Hambly, B. D., 3134 
Han, C., 1483 
Hanchett, R. H., 2198 
Hanck, D. A., 3048 
Hannig, J., 1453 
Hansen, A., 713 
Hansmann, U. H. E., 3269 
Hanssens, I., 407 
Harbottle, R. R., 2041 
Hariharan, C., 2652 
Haris, P. I., 2995 
Harrington, M. A., 1278 
Hartigan, N., 963 
Hartmann, B., 1554 
Hata, M., 2746 
Hatcher, M. E., 1017 
Haugh, J. M., 591 
Hayward, J. A., 1216 
Hazlett, T. L., 2232 
Head-Gordon, T., 36 
Hearn, M. T. W., 2279 
Heberle, J., 1 
Heemskerk, A., 481 
Heerklotz, H., 1445 
Hegemann, P., 740 
Hegner, M., 517 
Heikal, A. A., 2811 
Heimburg, T., 299 
Heitbrink, D., | 
Hellingwerf, K. J., 1632 
Helm, C. A., 896 
Henchman, R. H., 2671 
Hendriks, J., 1632 
Hensen, M. L., 109 
Herbst, J., 1004 
Heremans, K., 2635 
Herrmann, A., 1050, 1418 
Herzfeld, J., 1017 
Heslot, F., 1537 
Heyes, C. D., 1598 
Heyne, K., 1004 

Hill, A. P., 3037 

Hill, D. B., 1784 
Hincha, D. K., 874 
Hinterdorfer, P., 2767 
Hladky, S. B., 29 
Hobza, P., 2592 
Hochkoeppler, A., 558 
Hochmuth, R. M., 2964 
Hoh, J. H., 2360 

Hojo, H., 2995 
Holland, G. W., 447 
Holmes, R. T., 2101 
Holzwarth, G., 1784 
Hoppe, P. E., 493 
Horkay, F., 2798 
Horton, M. A., 2970 
Hoshino, T., 2746 
Howlett, G. J., 1096 


Hoye, J. S., 713 
Hoyles, M., 1975 
Hsueh, Y-W., 3089 
Hu, J. G., 1017 
Huang, D-H., 3170 
Huang, H., 2211 
Huang, H. W., 908 
Huang, Q., 1050 
Huang, S., 2811 
Hue, K-A., 120 
Hughes, J., 1004 
Hui, S. W., 109 
Huner, N. P. A., 1719 
Huppman, P., 3186 
Husted, C. A., 896 
Hviid, L., 1632 


Iglesias, P. A., 50 
lino, M., 1995 

Im, W., 1667 
Ionescu, R., 2244 
Ipsen, J. H., 1429 
Irimia, D., 1858 
Irrgang, K-D., 1580 
Irvine, D. J., 120 
Ishiwata, S., 915 
Isin, B., 569 
Ivanov, A. G., 1719 
Ivanova, M., 399, 2709 
Ivanova, V. P., 299 
Iwasa, K. H., 1254 


Jacobson, K., 274 
Jacquemond, V., 1509 
Jager, A., 481 

Jang, H., 646 
Jasuja, R., 399 
Jennings, R. C., 378 
Jerng, H. H., 3022 
Jiang, L., 3181 

Joel, P. B., 2134 
Johnson, E., 2184 
Johnson, M., 1358 
Johnston, L. J., 2526 
Jona, 1., 145 

Jones, G. R., 2415 
Jones, S. V., 2415 
Jong, A. J. O., 2279 
Joniau, M., 407 
Junge, W., 1115 


Kachar, B., 2798 
Kaji, N., 335 

Kamei, T., 418 
Kamm, R. D., 2211 
Kamo, N., 2156 
Kan, L-S., 3170 
Karlsson, J. O. M., 1858 
Karp, D. A., 3289 
Karpova, T. S., 2333 
Kassir, J., 447 
Kataoka, M., 2610 
Katsaras, J., 2487 
Kawai, F., 2005 
Kawai, M., 915 


Biophysical Journal 82(6) 3352-3356 





3354 


Kaznessis, Y. N., 1731 
Kensler, R. W., 1497 
Khaitlina, S. Y., 321 
Kholodenko, B. N., 99 
Killian, J. A., 843, 1405 
Kim*, D. H., 1266 
Kim, S., 1731 

Kinne, R. K-H., 2767 
Kirilenko, A., 2737 
Kitson, N., 3089 
Klare, J. P., 2156 
Klemic, K. G., 2831 
Klushin, L., 988 
Knapp, E-W., 1050 
Knebel, D., 474 
Koepsell, H., 1345 
Kogan, T. P., 447 
Kollman, P. A., 660 
Komarov, A., 193 
Koolhaas, C., 2184 
Kopito, R. R., 1278 
Korolev, N., 2860 
Kosztin, D., 93 
Kotova, E. A., 865, 1308 
Koutalos, Y., 728 
Kozlov, M. M., 882 
Kozlovsky, Y., 882 
Kraft, T., 2536 

Kreft, M., 226 
Kreplak, L., 2265 
Kretsinger, R. H., 2700 
Krishnan, V. V., 464 
Krueger, S., 2487 
Kruse, K., 618 
Kuksenok, O., 3072 
Kullman, L., 80: 
Kumar, S., 2360 
Kumashiro, K. K., 1086 
Kusba, J., 1358 
Kusumi, A., 274 
Kuyucak, S., 628, 1975 
Kwon, H-S., 2211 


Laaksonen, A., 2860 
Ladha, S., 1828 
Lakatos, M., 1687 
Lakowicz, J. R., 1358 
Lamb, D. C., 1059 
Lamberti, V., 36 
Lamparter, T., 1004 
Langowski, J., 2592, 2847 
Lanka§S, F., 2592 
Lanyi, J. K., 1687 
Larson, D. R., 2775 
Larson, R. G., 1731 
Lattman, E. E., 3289 
Lavalette, D., 2148 
Laver, D. R., 310 
Lavi, A., 2101 
Lawless, A. M., 963 
Lawrence, M. B., 1835 
Lee, D-K., 2499 

Lee, E. H., 1266 
Lee, K. K., 3289 
Lee, K. Y. C., 1453 


Lee, M-T., 908 

Lee, R. C., 1453 
Leforestier, A., 345 
Lehmann, N., 793 
Lehrer, S. S., 1524, 1677 


Lemeshko, V. V., 684 
Lenhoff, A. M., 1620 
Lentz, B. R., 555, 2090 
Leontis, N. B., 3305 
Leroy, F., 2265 

Lesch, H., 1644 
Leupold, D., 1030, 1580 
Levadny, V., 1773 
Levchenko, A., 50 
Levi, V., 437 

Levin, M. D., 1809 
Lewandowski, E. D., 11 
Lhomme, J., 978 

Li, J., 447 

Ls, L.., 1358, 2067 

Li, P., 2436 

LX.) 2456 

LiKe, LETS 

Li, Z.. 1386 

Liang, J., 1040 

Lin, J-T., 2767 

Lin, S-B., 3170 

Lin, W-C., 3170 
Lingle, C. J., 2448 
Littlefield, R., 2548 
Liu, J. Z., 2344 

Liu, W., 2720 

Livolant, F., 345 
Lokstein, H., 1030, 1580 
Longo, M. L., 244 
Loring, R. F., 3277 
Losi, A., 2627 

Loukin, S. H., 781 
Loura, L. M. S., 823 
Lu, Y., 2758 

Luba, J., 1040 
Lugtenburg, J., 1017 
Lukoyanov, D., 2758 
Lynch, T. W., 93 
Lytton, J., 1943 
Lyubartsev, A. P., 2860 


Ma, C., 2176 
MacDonald, G., 2198 
MacDonald, R. C., 264 
MackKerell, A. D., Jr., 1554 
Mackie, A. R., 1828 
Maddox, M. W., 244 
Magazanik, L. G., 1884 
Mahmmoud, Y. A., 1907 
Majer, Z., 407 
Maki-Yonekura, S., 2784 
Malev, V. V., 1985 
Malinin, V., 555 
Malinin, V. S., 2090 
Mallardi, A., 558 
Mallouk, N., 3012 
Malone, C. J., 493 
Mangenot, S., 345 


Biophysical Journal 82(6) 3352-3356 


Marcus, W. D., 2964 
Maresca, J., 2798 
Mariani, P., 2165 
Markin, V. S., 693 
Martin-Fernandez, M., 2415 
Marzari, N., 660 
Maskarinec, S. A., 1453 
Mattei, T., 2536 
Matthews, C. R., 2244 
Maxwell, D. S., 447 
Mayes, A. M., 120 
McCammon, J. A., 2671 
McGee, M. P., 1040 
McIntosh, T. J., 1469 
McLean, M. A., 93 
McMurtry, P., 1226 
Mead, F., 1953, 1964 
Medvedev, E. S., 2833 
Meersman, F., 2635 
Meissner, G., 1266 
Melik-Nubarov, N. S., 1308 
Mellor, J. R., 1884 
Melvin, G., 2111 
Merchant, K. A., 3277 
Mesmaeker, A. K-D., 978 
Messi, M. L., 1338 
Metz, G., 2476 
Metzger, J. M., 2565 
Miao, L., 1429 
Miedema, H., 156 
Millard, A. C., 493 
Minehardt, T. J., 660 
Miyakawa, T., 1995 
Miyawaki, A., 1076 
Mohler, W. A., 493 
Molinari, A., 3198 
Monahan, S. D., 1570 
Moncelli, M. R., 852 
Mooseker, M. S., 1869 
Morein, S., 1405 

Moret, M. A., 1123 
Morris, C. E., 2982 
Moss, R. L., 929 

Motta, A., 3198 
Mouawad, L., 3224 
Moucheron, C., 978 
Mouritsen, O. G., 1429 
Mukhopadhyay, R., 1756 
Mulkidjanian, A. Y., 1115 
Miiller, D. J., 1667 
Miiller, J. D., 133 
Miiller, P., 1418 
Mundim, K. C., 1123 
Myshkin, E., 3305 


Nabhani, T., 1319 

Nag, K., 2041 

Nakatani, K., 728 

Namba, K., 2784 

Naranjo, D., 3003 

Nedyalkov, M., 541 
Nestorovich, E. M., 160, 1985 
Netz, R. R., 76 

Nguyen, D. H., 2892 

Nieh, M-P., 2487 


Nielsen, M., 1429 
Nienhaus, G. U., 1059 
Nienhaus, K., 1059 
Nilsson, L., 1554 
Nizza, D. T., 1396 
Nocula, C., 2536 
Noinville, S., 2709 
Nordenskiéld, L., 2860 
Nosworthy, N. J., 3134 
Novikov, E., 2148 
Noyelle, K., 407 


O’Brien, J. J., 2428 
Odde, D. J., 2916 
O’Donnell, J. M., 11 
Oesterhelt, D., 3186 
Ohlenschliger, O., 2995 
Oka, T., 2610 

Okimoto, N., 2746 
Olivella, M., 3207 
Oobatake, M., 418 
Opella, S. J., 2176 
Opitz, R., 1050 

Oquist, G., 1719 
O'Reilly, F. M., 145 
Orlik, F., 2466 

O'Shea, P., 1828 
Ospeck, M., 1254 
Ottolenghi, M., 2617 
Ovchinnikova, T. V., 762 


Palazzo, G., 558 
Pandit, S. A., 1818 
Pao, J-S., 2041 

Papiz, M. Z., 963 
Pardo, L., 3207 

Park, E. Y. H., 1835 
Parola, A. H., 2652 
Pascutti, P. G., 1123, 1207 
Pasternack, L. B., 3170 
Pasternak, C. A., 2032 
Pastor, R. W., 2317 
Pate, E., 660 

Patel, A. B., 2720 
Paulaitis, M. E., 2360 
Pector, V., 3105 
Pedersen, L. G., 1190 
Peinelt, C., 170 

Peng, Y., 3269 
Penzkofer, H., 3186 
Perahia, D., 3224 
Perera, L., 1190 
Perly, B., 813 

Perry, A., 1086 
Perugini, M. A., 1096 
Pessah, I. N., 2428 
Petersen, N. O., 2041 
Petkova, V., 541 
Philippsen, A., 1667 
Phillips, B. L., 464 
Phillips, G. N., Jr., 1133 
Piep, B., 2536 
Pieribone, V. A., 509 
Pierres, A., 3214 
Pikula, S., 2737 





VOLUME AUTHOR INDEX 


Pines, D., 2652 

Pines, E., 2652 
Piszcezek, G., 1358 
Poberaj, I., 226 

Pohl, P., 2934 
Pokkuluri, P. R., 391 
Pollack, G., 3128 
Polverini, E., 2627 
Pomés, R., 2304 
Possmayer, F., 2041 
Pozdnyakova, I., 2645 
Prestegard, J. H., 2683 
Prieto, M., 823 
Prohofsky, E. W., 2951 
Prosser, R. S., 2487 
Protasi, F.. 3144 
Purich, D. L., 605 


Qiu, H.. 3105 
Quest, B., 2627 


Raap, J., 762 
Radocaj, A., 2536 
Ratailov, H., 2198 
Raffen, R., 391 
Rai, B. K., 2951 
Rakhmanova, V. A., 264 
Ramachandran, R., 2995 
Ramamoorthy, A., 2499 
Ramanathan, K., 64 
Reichelt, R.. 474 
Reijenga, K. A., 99 
Reiser, K. M., 3330 
Remedios, C. G., 3134 
Renger, G.,. 1580 
Revault, M., 2709 
Rigatto, H., 206 
Risbud, S. H., 464 
Robert, C. H., 3224 
Robert, M., 145 
Rojdestvenski, I., 1719 
Rokitskaya, T. I., 865 
Ronjat, M., 145 
Rosales, R. A., 29 
Rossi, J. P. F. C., 437 
Rostovtseva, T. K., 160, 193 
Roth, C. M., 366 
Roux, B., 772. 1667, 1681, 
2304 
Roux, M., 813 
Rouzina, I., 3160 
Ruan, Q. Q., 133 
Ruben, P., 1293 
Rubenchik, A. M., 3330 
Rudinger, G., 19 
Rujoi, M., 3096 
Rupnik, M., 226 
Russu. I. M., 3181 
Ruysschaert, J-M., 3105 


Safran, M., 2652 
Sage, J. T., 2951 
Saimi, Y., 781 

Saito, N., 1076 
Sakowska, M. M., 310 


Salesse, C., 3343 
Salvato, B., 3254 
Sanchez, S. A., 2232 
Sandler, S. I., 1620 
Sando, J. J., 2700 
Sanii, L. S., 1598 
Sansom, M. S. P., 676 
Sasaki, D., 915 
Satin, J., 1894 
Savéry, D., 1696 
Sawano, A., 1076 
Sayers, E. W., 2683 
Scaria, P., 3072 
Schagina, L. V., 1985 
Schamberger, J., 3081 
Scheenen, T., 481 
Scheidt, W. R., 2951 
Schiffer, M., 391 
Schindler, H., 2767 
Schirmer, T., 1667 
Schmidt, S., 3186 
Schmidtke, D. W., 1835 
Schmies, G., 2156 
Schmitt, B. M., 1345 
Schnabel, R.. 36 
Scholes, C. P., 2758 
Schubert, A., 1030 
Schubert, D., 1096 
Schuck, P., 1096 
Schulten, K., 93 
Schumakovitch, I., 517 
Schumm, S., 978 
Schurr, J. M., 944 
Séche, E., 2373 
Seelig, J., 1445 
Sen, A., 109 
Shah, A. D., 2333 
Sheets, M. F., 3048 
Shen, M-y., 1791 
Shen, T., 2671 
Shenkarev. Z. O., 762 
Sheves, M., 2617 
Shimizu, T. S., 1809 
Shimono, K., 2156 
Sieber, M., 474 
Siegel, D. P., 555 
Siggia, E. D., 2928 
Sigurdson, H., | 
Sigworth, F. J., 1930, 2831 
Sikdar, S. K., 226 
Simeoni, L., 1319 
Simon, [., 1711 
Simon, S. A., 1469 
Sine, S. M., 1920 
Sirota, F. L., 1207 
Sitsapesan, R., 3037 
Slattum, P. M., 1570 
Sligar, S. G., 93 
Smeller, L.. 426, 2635 
Smith, J. C., 206, 1216 
Smith, K. M., 2101 
Smith, M. R. J., 1835 
Smith, S. O., 2476, 2720 
Smondyrev, A. M., 1226, 
1460 


Snapp, K. R., 1835 

Snoep, J. L., 99 

Seg FG: 2201 

Soeller, C., 2396 

Solari, P. L., 3254 

Solodukhin, A. S., 2700 

Song, D., 2476 

Sorrentino, V., 1319 

Spatkova, N., 2592 

Sperotto, M. M., 1405 

Spinozzi, F., 2165 

Sponer, J., 2592 

Spotheim-Maurizot, M., 2373 

Spring, K. R., 752 

Stace, T. M., 1153 

Stadlbauer, H., 1644 

Stehlik, D., 1004 

Steinbach, P. J., 2244 

Stephanopoulos, G. N., 366 

Stevens, F. J., 391 

Stiel, H., 1030 

Stillwell, W., 285 

Stites, W. E., 3289 

Stoller, P., 3330 

Strambini. G. B., 3246 

Stropp, E. S., 1835 

Strunz, T., 517 

Strzelecka-Golaszewska, H., 
321 

Stuchebrukhov, A. A., 2833 

Sturhahn, W., 2951 

Stypa, M. P.. 1086 

Suenaga, A., 2746 

Sun, F., 2511 

Sutin, J. D., 2211 

Suzuki, M., 418 

Swain, P. S., 2928 

Sweeney, F., 963 

Szegedi, C., 145 


Tabarean, I. V.. 2982 
Tablin, F., 464, 874 
Tai, K., 2671 
Takashima, M., 1386 
Takemoto, J. Y., 1985 
Tang, K. E. S., 2876 
Tang, X., 2067 
Tarahovsky, Y. S., 264 
Tate, M. W., 2504 
Tavi, P., 1483 

Taylor, K. G., 2067 
Tcherkasskaya, O., 988 
Tenn, B. K., 1086 
Teodoro, M. L., 1133 
Terasaki, M., 493 
Tessier, P. M., 1620 
Tetreau, C., 2148 
Teuchner, K., 1580 
Tharia, H. A., 963 
Thattai, M., 2943 

The, Y-K., 2275 
Thewalt, J.. 1429, 3089 
Thomen, P., 1537 
Thompson, D. E., 3277 
Thompson, M., 1654 


Thompson, R. E., 2775 
Tiberg, F., 1373 
Tieleman, D. P., 2934 
Tikhonov, D. B., 1884 
Timmer, J., 2275 
Ting-Beall, H. P., 720 
Tiss, A., 2709 

Tobin, M. J., 2415 
Tokunaga, F., 2610 
Tomezak, M. M., 874 
Tompa, P., 1711 
Toombes, G. E. S., 2504 
Torres, J., 1068, 3063 
Torres, J. H., 1386 
Touchard, D., 3214 
Tourbez, M., 2148 
Trapp, B. D., 2360 
Tronin, A., 996 
Tsvetkova, N. M., 464 
Tu, H., 1995 

Tuck, S., 2224 
Tusnady, G. E., 1711 
Tyska, M. J., 1869 


Ueda, M., 335 
Ushakov, D. S., 3150 
Usherwood, P. N. R., 1884 


Vachette, P., 345 

Valdivia, H. H., 1319 
Valles, J. M., Jr., 1260 

van Amerongen, H., 1586 
Van As, H., 481 
Vandenbranden, M., 3105 
van der Horst, M. A., 1632 
Vanderkooi, J. M.. 996, 1644 
van der Zwan, G., 2184 

van Grondelle, R., 1586, 2184 
Vanhee, K., 407 

Vanhooren, A., 407 

van Oudenaarden, A., 2943 
Vanselow, D. G., 2293 

van Stokkum, I. H. M., 1586 
van Thor, J. J., 1632 

Varo, G., 1687 

Vaz, W. L. C., 530 

Veglia, G., 2176 

Venable, R. M., 2317 
Venkataramanan, L., 1930 
Venkateswarlu, D., 1190 
Venturoli, G., 558 
Verdegem, P., 1017 
Vergeldt, F., 481 

Verger, R., 2709 

Viasnoff, V.. 1537 

Vidal, A., 1469 

Villaz, M., 145 

Voigt, B., 1030 

von Griinberg, H. H., 76 
Voskoboynikova, N. E., 1115 
Voth, G. A., 1226, 1460 


W., G. L. H., 1756 
Wachtveit, J., 3186 
Wagner, M., 2275 


Biophysical Journal 82(6) 3352-3356 





3356 


Walker, M., 1975 
Walker, W. F., 1835 
Walter, L., 1293 
Walton, S. P., 366 
Wang, J., 1598 
Wang, Z., 1995 
Wang, Z-M., 1338 
Waring, A. J., 835 
Warriner, H. E., 835 
Warshaw, D. M., 2134 
Wassall, S. R., 285 
Wax, A., 2256 
Webb, W. W., 2775, 2811 
Weckstrém, M., 1483 
Wedemann, G., 2847 
Wehrli, F. W., 522 
Wehrli, S. L., 522 
Weitman, H., 2101 
Wenner, J. R., 3160 
Westerhoff, H. V., 99 
White, J. A., 2081 


White, L. T., 11 
Wielert-Badt, S., 2767 
Wildman, K. H., 2499 
Williams, A. J., 1953, 1964 
Williams, M. C., 3160 
Williams, R. B., 3277 
Wilson, C. G., 206 
Wimmer, B., 2767 
Winterhalter, M., 803 
Wittung-Stafshede, P., 2645 
Wofsy, C., 1743 

Wolfe, C. A., 1828 

Wolff, J. A., 1570 
Wolkers, W. F., 874 
Woodbury, N. W., 1654 
Woodle, M. C., 3072 
Woolley, G. A., 1308 
Wortis, M., 1756 

Wright, W. W., 996 
Wyllie, G. R. A., 2951 


Biophysical Journal 82(6) 3352-3356 


Xiang, T-x., 2052 
Xu, Q-H., 3277 
Xu, S., 2111, 2123 


Yagi, N., 2610 
Yakimenko, Z. A., 762 
Yamanaka, K., 2746 
Yamazaki, A., 3343 
Yan, B., 1679 

Yang, B., 274 

Yang, C., 2256 

Yang, J., 357 
Yapoudjian, S., 2709 
Yappert, M. C., 2067, 3096 
Yarmush, M. L., 366 
Yayon, A., 2652 

Yeh, Y., 464, 2892 
Yin, X., 2360 

Ying, W., 2476 
Yonekura, K., 2784 
You, T. J., 447 


Yu b. C., 2088 2023 
Yuan, C., 2526 
Yue, G. H., 2344 


Zamai, M., 2652 
Zasadzinski, J. A., 
Zemb, T., 215 

Zeri, A. C., 2176 
Zhang, L., 2436 
Zhao, M., 2436 

Zhou, H., 458 

Zhou, Y., 458, 646 
Zhu, X., 1319 

Ziliox, M., 2476 
Zimmerman, E., 1848 
Zinth, W., 3186 
Zorec, R., 226 
Zubrzycki, I. Z., 2906 
Zucchelli, G., 378 
Zuckermann, M. J., 1429 





Biophysical Journal Volume 82 June 2002 


SUBJECT INDEX 


A 
a/LCI. see Angle-resolved low coherence interferometry 
Absorption spectra, LH2 complex, purple bacteria, 2184 
Acetylcholine receptors, role of M4 domain in channel gating, 
1920 
Acetylcholinesterase, properties of water in the active site gorge 
of, MDS, 2671 
AChR. see Acetylcholine receptors 
Actin 
cytoskeleton, effect of osmotic stress on, chondrocytes, 720 
DNase-I-binding loop and properties, 321 
interaction with cardiac muscle thick filaments, 1497 
isometrically contracting, cross-bridges in skeletal muscles, 
2536 
A®M@ATP state, cross-bridge attachment, permeabilized rabbit 
psoas muscle, 2123 
mechanochemistry of myosin generated movement, 2134 
motors based on, clamped-filament elongation model, 605 
small domain of, DNase I and cofilin affect conformation of, 
3134 
thin filament length, distributed deconvolution analysis of flu- 
orescence images, 2548 
F-Actin, patch movement in yeast, 2333 
Actoclampin, clamped-filament elongation model, actin-based, L. 
monocytogenes, 605 
Acute respiratory distress syndrome, lung surfactant, inactiva- 
tion by serum albumin, 835 
Adenosine triphosphate, interaction with myosin, 660 
Adhesion 
cell-matrix, mediated by hyaluronan, 1848 
energy of, membrane tether formation and, blood cells, 2964 
ligand clustering and integrin binding, Monte Carlo simulations, 
120 
shear flow detachment kinetics of D. discoideum from solid 
substrates, 2383 
AFGP. see Antifreeze glycoproteins 
AFM. see Atomic force microscopy 
AFP. see Antifreeze proteins 
Agarose-dextran gels, GBM analogs, Darcy permeability, 2081 
Agarose gels, stretching of long DNA using AC electric fields, 
335 
AGFG. see Antifreeze glycoproteins 
Aggregates 
barrel-stave, lateral pressure profiles and size distributions of, 
2520 
RBCs, simulation of US backscattering, 1696 
Aggregation, myoglobin, cold-, pressure-, and heat-induced un- 
folding and, FTIR, 2635 
Alamethicin 
I and S states concentration dependent, 908 
size distributions of barrel-stave peptide aggregates, bilayer 
lateral pressure profiles and, 2520 
Alanine, deuterated, in determining M2 protein membrane orien- 
tation, 1068 
Albumin 
human serum, interaction with water soluble porphyrins, 1607 
serum, inactivates lung surfactants, 835 
A@M@ATP state 
cross-bridges binding to actin, permeabilized rabbit psoas mus- 
cle, 2123 
permeabilized rabbit psoas muscle, 2111 
Amoebae, gradient sensing models for chemotaxis, 50 
AMPA receptor channels, homology with KcsA channel, 1884 


Amphiphiles, cationic, influence on DNA melting, 264 
Analytical ultracentrifugation, size-distribution analysis, pro- 
teins, 1096 
Androstane, spin-labeled, transbilayer movement, erythrocytes 
and liposomes, 1418 
Angiogenesis, bFGF-PNU145156E interactions, effect of polar 
interactions on folding, 2652 
Angle-resolved low coherence interferometry, cell structure and 
organization, HT29 cells, 2256 
Anion channels. see a/so lon channels; Specific channels 
voltage-dependent, role in OMMP generation, 684 
Anisotropy, effect on simulation of US background scattering, 
RBC aggregates, 1696 
Annexins, AnxVI, GTP-induced membrane binding and channel 
activity, 2737 
Antibody-antigen recognition, single molecule recognition of 
protein-binding epitopes in brush border membranes, 
AFM, 2767 
Antifreeze glycoproteins 
B. saida, dynamics in ice, 464 
proline-containing, dynamics, structure and conformational free 
energy, 2892 
Antifreeze proteins, type |, stabilizes lipid bilayers, 875 
Antithrombin, hydration effects of heparin, 1040 
Apical membranes, topography, reticulated lipid probe fluores- 
cence, MDCK cells, 752 
Apomyoglobin, hydration in native, molten globule and unfolding 
states, dielectric spectroscopy, 418 
Argon ion radiation, /ac repressor radiolysis by y-rays and heavy 
ions, 2373 
Atomic force microscopy 
DNA binding to cationic lipid bilayers and mica, 357 
elastic moduli of thin layers of soft material, 2798 
forces in lipid bilayers adsorbed onto solid surfaces, 1373 
gA aggregation in Langmuir-Blodgett monolayers, 3198 
GMI domains in SM/DOPC/cholesterol membrane, lipid raft 
sizes, 2526 
imaging of OmpF, 1667 
membrane binding between recoverin and lipid bilayers, 3343 
Monte Carlo simulations of surface-confined supercoiled DNA, 
944 
single cell mechanotransduction, 2970 
single molecule recognition of protein-binding epitopes in brush 
border membranes, 2767 
ATP synthase, chromatophore vesicles, Rhodobacter capsulatus, 
1115 
Axons, interactions between neurofilaments, polymer brush mod- 
els and, 2360 
Azurin 
Cu,, coordinating histidine in altering the mixed valency of, 
ENDOR-EPR study, 2758 
P. aeruginosa mutants, cavities in B-barrel and folding speed, 
2645 


B 
B,,, measurement by SIC, 1620 
Bacillus subtilis, YtvA, phototropin-related blue-light receptors in 
prokaryotes, 2627 
Backbone, protein wriggle, 2665 
Bacteriorhodopsin 
D96N, movement of F helix during M-MN transition at neutral 
pH, x-ray diffraction, 2610 





3358 


effect of cations on thermal stability, FT-IR, 1598 
H. salinarum, control of pump cycle, 1017 
nonisomerizable pigment, light-induced hydrolysis and rebind- 
ing of, 2617 
Bak, structure of C-terminal domain, 233 
BamH1, binding to DNA, MDS, 93 
Band III, effect of CO dynamics on, myoglobin, 1059 
BD simulations. see Brownian dynamics simulations 
B-Barrels, cavities in, folding speed and, P. aeruginosa azurin 
mutants, 2645 
B-Helix, hydrogen ion conduction in single-file water chain of the 
gA channel, 2304 
*3cbold’3eB-Sheet proteins, four-strand antiparallel, folding ther- 
modynamics, 646 
Biacore sensors, rate models for receptors above a surface, 1743 
Biosensors, GTP-induced AnxVI membrane binding and channel 
activity, 2737 
Biotin, interaction with streptavidin, dissecting with a laminar 
flow chamber, 3214 
BK channels 
fine tuning by B-subunits, hair cells, 64 
inactivation, steady-state and closed-state inactivation proper- 
ties, 2448 
Blastochloris viridis, mutated reaction centers, 3186 
BLES. see Bovine lipid extract surfactant 
Blue light, phototropin-related receptors, in prokaryotes, 2627 
Bone, cortical, water diffusion studied by NMR, 522 
Boreogadus saida, AFGP, dynamics in ice, 464 
Bovine lipid extract surfactant, organization into mono- and 
bilayers, GUV, 2041 
bR. see Bacteriorhodopsin 
Brownian dynamics simulations 
competition between substrate binding to enzymes, 2326 
ion channels, reservoir boundaries and, 1975 
modeling of KesA potassium channels, 628 
Brownian ratchet model, posttranslational protein translocation, 
ER, 1239 
Brush borders 
MIA dynamics, LLC-PK1-CL4 cells, 1869 
membrane vesicles, single molecule recognition of protein-bind- 
ing epitopes in, AFM, 2767 


C 
Caenorhabditis elegans, stress response to optical tweezers, 2224 
Caffeine, effect on CRC, SR. 1266 
Calcium-ATPase 
ER, calreticulin interaction with, 582 
SR, Ca’, HH’ and Mg™ interaction with, 170 
Calcium diffusion coefficient. rods, photoreceptor outer seg- 
ments, 728 
Calcium-induced calcium release, role of Na’ ‘-Ca*'  -ex- 
changer as trigger, cardiac myocytes, 1483 
Calcium ion channels 
muscle fiber, influx and opening, control and mdx mice, 3012 
T-type, inactivation gating, 1894 
Calcium ions 
binding to bovine and goat LA, 407 
binding to parvalbumin, MDS, 1133 
in history-dependent mechanical properties, rat soleus muscle 
fibers, 929 
interactions with SM and DHSM, 3096 
IpTxa enhances release via RyR3, myotubes, 1319 


parvalbumin relaxing agent in cardiac myocytes, gene transfer 
and modeling, 2565 
RyR1 activation by, initiation of skeletal-type E-C coupling and, 


Biophysical Journal 82(6) 


Subject Index 


2428 
SR, estimation of release flux underlying calcium sparks, 2396 
Calcium pumps, plasma membranes, oligomerization of, 437 
Calcium release channels, SR, effect of quercetin, 1266 
Calcium sparks, estimation of SR calcium ion release flux un- 
derlying, 2396 
Calreticulin, interaction with SERCA pumps, 582 
Calsequestrin, inhibits RyR calcium release channels, SR, 310 
Cantilever tweezers, micromanipulation and force measurement, 
3314 
Carbon monoxide 
binding to Cu, in cytochrome c oxidase, time-resolved step- 
scan FTIR study, | 
effect of dynamics on Band III, myoglobin, 1059 
myoglobin and, conformational substrate dynamics, 2D vibra- 
tional echoes and MDS, 3277 
Carbonmonoxymyoglobin, conformational substrate dynamics, 
2D vibrational echoes and MDS, 3277 
7,7-(Carbonyl-bis| imino-N-methyl-4,2- 
pyrrolecarbonylimino[N-methyl-4,2-pyrrole |- 
carbonylimino])bis-(1,3-naphthalene disulfonate). see 
PNU145156E 
Carcinus aestuarii, oxidized hemocyanin derivatives at pH7.5, 
XAS, 3254 
Cardiac muscle, estimation of SR calcium ion release flux under- 
lying calcium sparks, 2396 
Catalysis, role of constraint in high-affinity binding by proteins 
and, 2293 
Cationic lipids, diC,,-amidine/DNA complex, biophysical and 
transfection studies, 3105 
Cations, effect on thermal stability, bR, FT-IR, 1598 
Cell cycle, role of MinC, D and E in division, E.coli, 618 
Cells, 3D-deformation analysis, two-photon magnetic manipulator 
workstation, 2211 
Ceramides 
conformational characterization, NMR, 2067 
effect on POPC membranes, deuterium NMR study, 3089 
CFTR. see Cystic fibrosis transmembrane conductance regulator 
Chemotaxis, gradient sensing models for eukaryotes, 50 
CheR, binding and diffusion in membrane receptor cluster, E. coli, 
1809 
Chlamydomonas reinhardtii, light-induced H* conductance, eye, 
740 
Chlorophylls 
a, absorption bandshape at room temperature, 378 
a and b, two-photon excited fluorescence, LHCII and CP29, 
1580 
excitonic coupling in LHC-II, 1030 
Cholestane, spin-labeled, transbilayer movement, erythrocytes 
and liposomes, 1418 
Cholesterol 
effect on lipid bilayers, 1429 
molecular organization in polyunsaturated membranes, 285 
Cholesteryl cyclodextrins, lipid lateral separation, DMPC mem- 
branes, “H-NMR, 813 
Chondrocytes, effect of osmotic stress on properties of, 720 
Chromatin, 30-nanometer fiber, computer simulation, 2847 
Chromatophore vesicles, ATP synthase content, R. capsulatus, 
1115 
CICR. see Calcium-induced calcium release 
Circular dichroism 
spectra, LH2 complex, purple bacteria, 2184 
tropomyosin N-terminal coiled coil and tropomodulin, 2580 
Coagulation factor X, solution structure and dynamics, 1190 
Cochlea outer hair cells 





Subject Index 


piezoelectric reciprocal relationship, membrane motor, 1254 
plasma membrane properties, optical tweezers, 1386 
Cofilin, DNase I and, conformation of actin small domain and, 
3134 
Coiled coils, tropomyosin N-terminal, and interaction with tropo- 
modulin, 2580 
Collagen, polarization-modulated SHG, 3330 
Competition, substrate binding to enzymes, 2326 
Condensation, DNA, neutral reverse micelles, 1570 
Connexin 50, lens, hemichannels and junctional properties, 2016 
«-Conotoxin-PVIIA, inhibition of single Shaker channels, 3003 
Constraint, role in catalysis and high-affinity binding by proteins, 
2293 
Continuum mechanics, modeling of RBC shapes using, 1756 
CP29, two-photon excited fluorescence, chlorophylls, 1580 
CP43, energy transfers, PSII, 1586 
CP47, energy transfers, PSII, 1586 
Cph 1, Synechocystis, reconstituted with PEB and PCB, ultrafast 
dynamics, 1004 
Cross-bridges, in isometrically contracting skeletal muscles, 2536 
Crotalus atrox, PLA,, interaction with GUV, 2232 
Crowding, solution, and heterogeneous nucleation, sickle hemo- 
globin, 399 
Crystal structures 
PKC-65 complexed with MBP, 2700 
role of constraint in catalysis and high-affinity binding by pro- 
teins, 2293 
CS-1, analysis of intregrin a4B1 binding, 447 
CSQ. see Calsequestrin 
Cu,, coordinating histidine in altering the mixed valency of, 
ENDOR-EPR, 2758 
Cu, CO binding to, cytochrome c oxidase, time-resolved step- 
scan FTIR, | 
Cucumbers, water movement, imaging by NMR, 481 
cx50. see Connexin 50 
Cyanobacteria, Synechocystis PCC 6803, dynamics of phyto- 
chrome Cph 1, 1004 
Cyclodextrins, cholesteryl], lipid lateral separation, DMPC mem- 
branes, “H-NMR, 813 
Cysteines, regulate conductance, CFTR, 1278 
Cystic fibrosis transmembrane conductance regulator, conduc- 
tance regulated by NBD cysteine residues, 1278 
Cytochrome c 
orientation on interfaces, TIRF, 996 
unfolding and stability diagram, 1644 
Cytochrome c oxidase 
binding of CO to Cu, time-resolved step-scan FTIR study, | 
Cu,, coordinating histidine, mixed valency and, ENDOR-EPR, 
2758 
Cytoplasm, forces required for kinesin transport through, 1784 
Cytoskeleton, single cell mechanotransduction, AFM, 2970 


D 

Darcy permeabilities, agarose-dextran gels, 2081 

Databases, protein, influence of environment on a-helices, MDS 
and, 3207 

DCP. see Dicetylphosphate 

Deformation analysis, 3D, cells, two-photon magnetic manipula- 
tor workstation, 2211 

Deoxydihydroceramide, conformational characterization, NMR, 
2067 

Dermorphin, interaction with 6-receptor, MDS and LGS, 1791 

Desformylation, water permeation through gA, MDS, 2934 

Detergent-resistant membranes, DSMs and, properties of, 1469 

Detergent-soluble membranes, DRMs and, properties of, 1469 
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Deuterium, effect of heavy water on protein flexibility, 3246 
Deuterium/hydrogen exchange factors, solution NMR, topology 
of membrane proteins, 2176 
DHPR. see Dihydropyridine receptor 
DHSM. see Dihydrosphingomyelin 
diC,,-Amidine/DNA complex, biophysical and transfection 
studies, 3105 
Dicetylphosphate, monoglyceride and, thermotropic phase behav- 
ior and protein interactions, 843 
Dictyostelium discoideum, shear flow-induced detachment kinet- 
ics, from solid substrates, 2383 
DIDS, cardiac RyR and, 3037 
Dielectric spectroscopy, microwave, measurement of hydration, 
apomyoglobin, 418 
Differential scanning calorimetry, thermotrophic mesomor- 
phism, epicuticular wax layer, 530 
Diffusion coefficients 
lateral, resonance energy transfer, membranes, 1358 
ligands, in polymeric matrix, !743 
Dihydroceramide, conformational characterization, NMR, 2067 
Dihydropyridine receptor, FKBP12 modulates RyR binding to, 
145 
Dihydrosphingomyelin, calcium ion interactions with SM and, 
3096 
4,4x -Diisothiocyanostilbene-2,2 x -disulfonic acid. see DIDS 
1,2-Dilignoceroylphosphatidylcholine, hydrated 
MDS, 2511 
Dimerization, role in prion protein replication, 1711 
1,2-Dimyristoyl-sn-glycero-3-phosphocholine membranes 
cyclodextrin-induced lipid lateral separation, “H-NMR, 813 
interaction of Bak C-terminal domain with, 233 
swelling induced by small carbohydrates, 215 
1,2-Dioleoyl-sn-glycero-3-phosphatidylethanolamine. —_L,,-H,, 
phase transition temperature determination for, 2504 
Dipalmitoylphosphatidylcholine, gA aggregation in Langmuir- 
Blodgett monolayers, AFM, 3198 
Dipole potentials, modulate proton conductance, GR, 865 
Distributed deconvolution analysis, fluorescence images, thin 
filaments length, 2548 
DIVS4, charged residues, rat skeletal muscle sodium channels, 
1293 
DLGPC. see |,2-Dilignoceroylphosphatidylcholine 
DMPC. see |,2-Dimyristoyl-sn-glycero-3-phosphocholine 
DNA 
5x-d-(TC),(CT),(AG),-3X paperclip triplex, NMR, 3170 
30-nanometer chromatin fiber, computer simulation, 2847 
binding to cationic lipid bilayers and mica surface, AFM, 357 
competition between water, sodium ions and spermine in bind- 
ing to, MDS, 2860 
complementary strands, unbinding forces between, 517 
diC,,-amidine/DNA complex, biophysical and_ transfection 
studies, 3105 
double-strand filter elution, fluid mechanics, 19 
entrapment and condensation, neutral reverse micelles, 1570 
influence of cationic lipids on melting, 264 
intrinsic conformational energetics and glycosyl torsion, 1554 
long, stretching in agarose gels using AC electric fields, 335 
Foisson-Boltzmann theory for membrane interaction with, 76 
polypurine tracts, effect of N2 amino group on, 2592 
protein interactions with, hydrostatic pressure and MDS, 93 
single molecule of, salt dependence of elasticity and overstretch- 
ing transition, 3160 
supercoiled, Monte Carlo simulations of surface-confined, 944 
TMR and Tc3 DNA binding domain, single molecule spectros- 
copy, 1654 


monolayers, 
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triple helix probed by NMR spectroscopy, 318i 
unzipping with optical tweezers, 1537 
DNase I, cofilin and, conformation of actin small domain and, 
3134 
DNase-I-binding loop, effect on actin filament properties, 321 
Dodecylphosphocholine micelles, micellar structure of Zervami- 
cin IIB bound to, 762 
DOPE. see 1|,2-Dioleoyl-sn-glycero-3-phosphatidylethanolamine 
DPC, Dodecylphosphocholine micelles 
DRM. see Detergent-resistant membranes 
DSM. see Detergent-soluble membranes 
Dwell-time densities, kernel estimates for one—and two—dimen- 
sional ion channel densities, 29 
Dynamic force microscopy, unbinding forces between comple- 
mentary DNA strands, 517 
Dystrophin, muscle fiber calcium channel influx and opening, 
control and mdx mice, 3012 


E 
Echinocyte shapes, RBC, modeling using continuum mechanics, 
1756 
EGFP, molecular brightness characterization by FCS and PCH, 
HeLa cells, 133 
Elasticity 
30-nanometer chromatin fiber, computer simulation, 2847 
effect of N2 amino group on DNA polypurine tracts, 2592 
salt dependence of, overstretching transition and, single DNA 
molecule, 3160 
single synthetic vertebrate thick filaments, nanofabricated can- 
tilever measurement, 3128 
thin layers of soft material, AFM, 2798 
Elastin, effects of temperature and hydration, solid-state '*C 
NMR, 1086 
Electrodes 
patch clamps on a chip, 2831 
whole cell patch clamp recording on planar glass chips, 3056 
Electron microscopy, evaluation of zero-loss electron diffraction, 
2D and 3D protein crystals, 2784 
Electron nuclear double resonance-electron paramagnetic res- 
onance, Cu,, coordinating histidine in altering the mixed 
valency of, 2758 
Electron transfer 
kinetics in trehalose glasses, RC, 558 
modeling, docking of P. hollandica plastocyanin to PSI, 3305 
Electroporation 
effect of P188 on membranes after, 1453 
temperature dependent-effects, stratum corneum, 109 
Electrostatics 
30-nanometer chromatin fiber, computer simulation, 2847 
atomistic simulations of competition, substrate binding to en- 
zymes, 2326 
VDAC gating shift and, 1773 
Endoplasmic reticulum 
Brownian ratchet and power stroke models, posttranslational 
protein translocation, 1239 
Ca**-ATPase, interaction with calreticulin, 582 
Endothelial cells, radial deformation of glycocalyx, mechano- 
electrochemical model, 1153 
Enzymes. see also Specific enzymes 
atomistic simulations of competition between substrate binding 
to, 2326 
constraint in catalysis and high-affinity binding by proteins, 
2293 
Epidermal growth factor receptors, preformed oligomeric, 
ectodomain structure during signaling, 2415 
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Epifluorescence microsopy, imaging of Ca** and PKC signals on 
MARCKS, 1076 
Erythrocytes, transbilayer movement of spin-labeled steroids, 
1418 
Escherichia coli 
CheR, binding and diffusion in membrane receptor clusters, 
1809 
role of MinC, MicD and MinE in cell division, 618 
Ethanol, distribution, NOESY CR, lipid membranes, 1396 
Eukaryotes, gradient sensing, modeling for, 50 
Evolution 
lanosterol and cholesterol, effects on lipid bilayers, 1429 
phototropin-related blue-light receptors in prokaryotes, 2627 
Excitation-contraction coupling, skeletal-type, calcium ion acti- 
vation of RyRI and initiation of, 2428 


FE 
Fatigue, muscular, dynamical model of activation, recovery and, 
2344 
Fatty acids, mitochondrial uptake and oxidative flux, heart, 11 
FCS. see Fluorescence fluctuation spectroscopy 
Fd coat protein, D/H exchange factors, solution NMR, 2176 
FeTTP(NO). see (Nitrosy])iron(IDtetraphenylporphyrin 
F,F,-ATP synthase, chromatophore vesicles, R. capsulatus, 
1115 
Fibroblast growth factors 
bFGF, interaction between PNU1I45156E and, effect of polar 
interaction on folding, 2652 
constraint in catalysis and high-affinity binding by proteins, 
2293 
FKBP12, modulates RyR binding to DHPR, 145 
Flavin adenine dinucleotide, NAD(P)H and, two-photon fluores- 
cence spectroscopy and microscopy, 2811 
Flavoproteins, NADPH and, two-photon fluorescence spectros- 
copy and microscopy, 2811 
Flexibility, protein, effect of heavy water on, 3246 
Fluorescence, two-photon excited, chlorophylls, LHCII and 
CP29, 1580 
Fluorescence-detected resonance energy transfer, Ca? *-in- 
duced tropomyosin movement, skeletal muscle thin fila- 
ment, 1524 
Fluorescence energy transfer, lattice behavior, lamellar inter- 
faces, 988 
Fluorescence fluctuation spectroscopy, characterization of 
EGFP molecular brightness, HeLa cells, 133 
Fluorescence recovery after photobleaching, MHC class I lat- 
eral diffusion, HeLa cells, 1828 
Fluorescence resonance energy transfer, preformed oligomeric 
FRET, ectodomain structure during signaling, 2415 
Fluorescent probes, individual, nanometer localization analysis, 
27715 
Folding 
apomyoglobin hydration during unfolding, 418 
Ca** binding and unfolding, bovine and goat LA, 407 
effect of polar interactions on, bFGF-PNU145156E interactions 
and, 2652 
four-strand antiparallel, B-sheet proteins, thermodynamics of, 
646 
helices, GSA based stochastic strategy for analyzing, 1123 
helix interactions in soluble a-bundle proteins and membranes, 
2720 
protein, kinetics, hybrid MEM/NLS, 2244 
proteins, apolar and polar solvation, thermodynamics in unfold- 
ing, 713 
rate prediction using total contact distance, 458 
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speed of, cavities in P. aeruginosa azurin mutant B-barrel and, 
2645 
stability diagram and unfolding, cytochrome c, 1644 
tropomyosin N-terminal coiled coil in interaction with tropo- 
modulin, 2580 
unfolding and aggregation of myoglobin, FTIR, 2635 
why proteins wriggle, 2665 
Fourier transform-infrared-attenuated total reflection, H. 
lanuginosa lipase, changes on solid hydrophobic surfaces, 
2709 
Fourier transform infrared spectroscopy 
cation effect on bR thermal stability, 1598 
changes induced by nucleotides, RecA, 2184 
time-resolved step-scan, CO binding to Cu,, cytochrome c 
oxidase, | 
unfolding and aggregation of myoglobin, 2635 
FRAP. see Fluorescence recovery after photobleaching 
Fructose, induces swelling in lecithin lamellar phase, 215 
Fusion 
2D computer simulation, mechanism of, 3072 
membranes, stress-free stalk model, 693 
Fusion pores, role in membrane fusion, 555 


G 
gA. see Gramicidin A 
Galactocerebrosides, hydroxylated, structure at air-water inter- 
face, 896 
y-Ray irradiation, /ac repressor radiolysis by y-rays and heavy 
ions, *3cjwed’3e2373 
Ganglioside GM1, domains in SM/DOPC/cholesterol membrane, 
AFM study of lipid raft sizes, 2526 
Gap junctions, role in intercellular ice propagation, 1858 
Gating 
AChR, role of M4 domain, 1920 
inactivation, T-type Ca** channels, 1894 
Shaker channels with S$3-S4 linker deletions, effects of mem- 
brane stretch, 2982 
Gaussian network model, analysis of HA motions, 568 
GBM. see Glomerular basement membranes 
Gene transfer, parvalbumin as relaxing agent, cardiac myocytes, 
2565 
Generalized simulated annealing algorithm, analysis of helix 
folding, 1123 
Gerstmann-Straussler-Sheinker disease, prion protein computa- 
tional studies, Ala''’ to Val mutation, 2746 
Giant unilamellar vesicles 
Crotox atrox PLA,, interactions with, 2232 
LAURDAN-labeled,BLES composition, bilayer and monolayer 
behaviors, 2041 
Global searching molecular dynamics simulations, energy anal- 
ysis, transmembrane helical bundles, 3063 
Glomerular basement membranes, agarose-dextran gels as an- 
alogs, Darcy permeabilities, 2081 
Glu-71, KcsA K* channel, ionization and conformation, 772 
Glucose, induces swelling in lecithin lamellar phase, 215 
GluR2, MDS of ligand binding domain, 676 
GluR1 channels, modeling of pore domain, 1884 
Glutamate receptor, ionotrophic, MDS of ligand binding domain, 
676 
Glycerol-3-phosphate dehydrogenase, 7. brucei rhodesiense, 
homology modeling and MDS, 2906 
Glycocalyx, capillary EC, mechano-electrochemical model of ra- 
dial deformation, 1153 
Glycophorin A, transmembrane helix dimer, threonine hydrogen 
bonding in, 2476 


Glycoproteins, antifreeze, dynamics in ice, B. saida, 464 
Glycosyl torsion, intrinsic conformational energetics and, DNA, 
1554 
GM1, domains in SM/DOPC/cholesterol membrane, AFM study 
of lipid raft sizes, 2526 
Gorge hydration sites, AChE, properties of water in, MDS, 2671 
GR. see Gramicidin A channels 
Gramicidin A channels 
activation energies of proton transfers, 182 
aggregation in phospholipid Langmuir-Blodgett monolayers, 
3198 
dipole potential and proton conductance, 865 
effects of polyanions on kinetics, 1308 
hydrogen ion conduction in single-file water chain of, 2304 
origin of closing flickers, hypothesis, 1329 
thallous ion flux through, mercury supported lipid monolayers, 
852 
water permeation through, 2934 
Grotthuss mechanism, hydrogen ion conduction in single-file 
water chain of the gA channel, 2304 
GSA. see Generalized simulated annealing algorithm 
GSMDS. see Global searching molecular dynamics simulations 
Guanosine 5X -triphosphate, AnxIV membrane binding induced 
by, channel activity and, 2737 
GUV. see Giant unilamellar vesicles 


H 
H-noise algorithm, HMM, analysis of single ion channels, 1930 
HA. see Hemagglutinin 
Hair cells 
cochlear outer, piezoelectric reciprocal relationship, membrane 
motor, 1254 
fine tuning by B-subunits in BK potassium channel, 64 
outer, plasma membrane properties, optical tweezers, 13876 
Halobacterium pharaonis, halorhodopsin, azide-dependent pho- 
tocycle, 1687 
Halobacterium salinarum 
bR, control of pump cycle, 1017 
halorhodopsin, azide-dependent photocycle, 1687 
Halorhodopsins, H.salinarum and pharaonis, azide-dependent 
photocycles, 1687 
Halorhodospira halophila, binding of Nile Red to PYP, 1632 
Heart, mitochondrial fatty acid uptake and oxidative flux, 11 
Heat capacity, relation to relaxation kinetics, lipid membranes, 
299 
Helices, folding, GSA based stochastic strategy for analyzing, 
1123 
a-Helices 
influence of environment, MDS and protein database searching, 
3207 
transmembrane helical bundles, energy analysis, GSMDS, 3063 
Helix-coil transitions, polyalanine, solvation model dependency 
and, 3269 
Helix-helix interactions, in soluble a-bundle proteins and mem- 
branes, 2720 
Hemagglutinin, influenza virus 
functional movements, 569 
protonation and globular domain stability, 1050 
Hemocyanins, O. vulgaris and C. aestuarii, XAS of oxidized 
derivatives at pH7.5, 3254 
Hemoglobins 
human, allosteric mechanism, MDS, 3224 
sickle, heterogeneous nucleation and crowding, 399 
Heparin, hydration effects on antithrombin, 1040 
Hidden Markov models, single ion channels, 1930 
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Histone tails, extensions and salt-induced changes, NCP, 345 
HMM. see Hidden Markov models 
Homology modeling, Trypanosoma spp. GDPH, 2906 
Horseradish peroxidase, compressibility, 426 
Humicola lanuginosa, lipase, changes on solid hydrophobic sur- 
faces, FTIR-ATR study, 2709 
Hyaluronan, mediates cell-matrix adhesion, 1848 
Hydration 
effects on elastin, measured by solid-state '*C NMR, 1086 
hydrophobic ions, dipole potentials and, 3081 
native, molten globule and unfolded states, apomyoglobin, 418 
Hydrodynamic stress, shear flow detachment kinetics of D. dis- 
coideum from solid substrates, 2383 
Hydrogen bonding 
surface, role in protein stability, 391 
Thr-87, in transmembrane glycophorin A helix dimer, 2476 
Hydrogen ions 
conduction in single-file water chain of the gA channel, 2304 
light conductance, C. reinhardtii eyes, 740 
Hydrophobic ions, hydration, dipole potentials and, 3081 
Hydrophobicity, intramolecular interactions, thermodynamics of 
TRAP stability in hydrophobic environments, 2279 


I 
Ice, intercellular propagation, kinetics and mechanism, 1858 
IGFI. see Insulin growth factor 1 
Immunoglobulins, V, . surface hydrogen bonds and stability, 391 
Imperatoxin A, enhances Ca** release via RYR3, myotubes, 1319 
Influenza A, M2 protein, membrane orientation using deuterated 
alanine, 1068 
Inositol 1,4,5-trisphosphate receptor, type |, characterization of 
SII splice variants, 1995 
Insulin growth factor 1, overexpression and age-dependent 
changes, mouse skeletal muscle, 1338 
Integrins 
a4B1, homology model and ligand binding, 447 
membrane binding and adhesion ligand clustering, Monte Carlo 
simulations, 120 


Interfaces, lamellar macromolecular, fluorescence energy trans- 
fer, 988 
lon channels. see also Specific ion channels 
method-independent effect, detailed balance  testing(letter), 
2275 


one- and two- dimensional, kernel estimates for dwell-time 
densities, 29 
potential functions in, MDS (letter), 1681 
reservoir boundaries and BD simulations, 1975 
single, HMM, 1930 
surface potentials and selectivity, 156 
syringomycin E, lipopeptide-stabilized, 1985 
voltage-dependent mitochondrial, nucleotide penetration, 193 
whole cell patch clamp recording on planar giass chips, 3056 
Ions 
partitioning into peptide nanotube, continuum and atomistic 
modeling, 1176 
transport, effect of site-directed Tyr mutagenesis in E. coli 
LamB channel, 2466 
IpTxa. see Imperatoxin a 
Iron, normal mode dynamics in FeTTP(NO), X-ray NMR, 2951 


K 
Katanin, microtubule severing mediated by, lattice defects and, in 
vitro study, 2916 
KesA channels 
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homology with AMPA receptor channels, 1884 

potassium ion transport modeling by MDS and BDS, 628 
a-Keratin, hard fibers, new deformation model, ’3cwed’3e2265 
Kinesin, forces required for transport through cytoplasm, 1784 


L 
lac repressor, radiolysis by y-rays and heavy ions, 2373 
a-Lactalbumin, bovine and goat, unfolding and Ca** binding, 
*3cped 30407 
B-Lactoglobulin 
interaction with water soluble porphyrins, 1607 
interactions with MSG/DCP, 843 
LamB. see Maltoporin 
Laminar flow chamber, dissecting the streptavidin-biotin inter- 
action, 3214 
Langevin dynamics simulations, met-enkaphalin, long time dy- 
namics, 1791 
Langmuir-Blodgett monolayers, phospholipid, gA aggregation 
in, AFM, 3198 
Lanosterol, effect on lipid bilayers, 1429 
Lanthanide ions, effect of charged lipids and, morphology of PL 
mixtures, SANS, 2487 
Large unilamellar vesicles, phase separation in two-component 
lipid bilayers, 823 
LAs. see a-Lactalbumin 
Latrunculin, cortical actin patch movement in yeast, 2333 
Lecithin lamellar phase, swelling induced by small carbohy- 
drates, 215 
Leishmania mexicana, Trypanosoma spp. GDPH homology mod- 
eling and MDS, 2906 
Lens, cx50, hemichanne! and junctional properties, 2016 
LGS. see Langevin dynamics simulations 
LHCII. see Light-harvesting complex II 
Ligand-receptor interactions, dissecting the streptavidin-biotin 
interaction, laminar flow chamber, 3214 
Light-harvesting complex II 
characterization of LL B800 complex, R. palustris, 963 
excitonic coupling of chlorophylls, 1030 
purple bacteria, OD and CD spectra, 2184 
two-photon excited fluorescence, chlorophylls, 1580 
Lipases, H. lanuginosa, changes on solid hydrophobic surfaces, 
FTIR-ATR study, 2709 
Lipid bilayers 
adsorbed onto solid surfaces and in solution, normal and lateral 
forces, AMF, 1373 
AFP type | stabilizes, 875 
alignment of, sublimable solids and, solid-state NMR, 2499 
application of PPC, 1445 
calculation of bulk modulus, NEMD, 1226 
dipole modulation of proton conductance, GR, 865 
DNA binding to, AFM, 357 
DPPC, MDS of functional group contributions to free energy, 
2052 
effect of polyanions on kinetics, gramicidin channels, 1308 
effects of lanosterol and cholesterol, 1429 
fusion, 2D computer simulation, 3072 
GTP-induced AnxVI membrane binding and channel activity, 
2737 
lateral pressure profiles, size distributions of barrel-stave pep- 
tide aggregates and, 2520 
membrane binding between recoverin and, AFM, 3343 
with Na’ counterions, MDS, 1818 
origin of closing flickers in gramicidin channels, hypothesis, 
1329 
PEG partitioning into OmpF, 160 
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peptide insertion into, Monte Carlo simulation, 244 
pulmonary surfactant films and, segregation of saturated chain 
lipids, 2041 
simulations in P2, and Pe boundary conditions, 2317 
structural control of protein monolayer supported by, 541 
two-component, phase separation, 823 
Lipid membranes, relaxation kinetics and heat capacity, 299 
Lipid monolayers 
effect of P188, 1453 
mercury supported, thallous ion flux through GR, 852 
Lipid-peptide mixtures, thermotropic behavior and lateral orga- 
nization, 1405 
Lipid rafts 
properties of DSMs and DRMs, 1469 
relationship to TCZ, fibroblast membrane, 274 
sizes, GMI domains in SM/DOPC/cholesterol membrane, 
AFM, 2526 
Lipid vesicles, effect of osmotic and curvature stress, PEG-in- 
duced fusion, 2090 
Lipids, cationic, influence on DNA melting, 264 
Lipoamide dehydrogenase, NADPH and, two-photon fluores- 
cence spectroscopy and microscopy, 2811 
Liposomes, transbilayer movement of spin-labeled steroids, 1418 
Listeria monocytogenes, clamped-filament elongation model for 
actin-based motors, 605 
Localization, nanometer, individual fluorescent probes, 2775 
Low-light B800 complex, R. palustris, characterization, 963 
Luminescence quenching, Ru-labeled oligonucleotides, 978 
Lung 
SFM study of pulmonary surfactant on air bubble, 474 
surfactant films and lipid bilayers, segregation of saturated chain 
lipids, 2041 
Lysozyme, interactions with MSG/DCP, 843 


M 
M2 protein, /nfluenza A, membrane orientation using deuterated 
alanine, 1068 
MA. see Mitotic apparatus 
MIA, dynamics in brush border, LLC-PK1-CL4 cells, 1869 
Macromolecules, solutes, accumulated solvent near, preferential! 
interaction coefficients, 2876 
Magainin2 
D/H exhange factors, solution NMR, 2177 
insertion into lipid bilayers, Monte Carlo simulation, 244 
Magnesium, binding to parvalbumin, MDS, 1133 
Magnetic fields 
cantilever and optical tweezers, micromanipulation and force 
measurement, 3314 
model of MA induced reorientation by, 1260 


Magnetic manipulator workstation, two-photon, 3D analysis of 


cellular deformation, 2211 
Major histocompatibility complex class I molecules, lateral 
diffusion, measured by FRAP, HeLa cells, 1828 
Maltodextrins, transport through maltoporin, 803 
Maltoporin channel 
E. coli, effect of Tyr118 site-directed mutagenesis on ion trans- 
port, 2466 
maltodextrin transport through, 803 
Mannose-binding proteins, conformation of trimannoside bound 
to, NMR and MDS, 2683 
MARCKS. see Myristoylated alanine-rich PKC substrate 
Mardin-Darby canine kidney cells, apical membrane topogra- 
phy, 752 
Maximum-entropy/nonlinear-least squares method. kinetic 
analysis of protein folding, 2244 


MBP. see Mannose-binding proteins; Myelin basic protein 
M296, insertion into lipid bilayers, Monte Carlo simulation, 244 
MDS. see Molecular dynamics simulations 
Mechanotransduction, single cell, AFM, 2970 
Melanotrophs, excess retrieval in membrane capacitance, 226 
Melittin, condensation of lipids by, simulations in P2, and Pc 
boundary conditions, 2317 
Membrane tethers, formation and adhesion energy, blood cells, 
2964 
Membranes 
apical, topography, reticulated lipid probe fluorescence, MDCK 
cells, 752 
capacitance, excess retrieval, melanotrophs, 226 
capacitance, monitoring, X. laevis oocytes, 1345 
cellular, model for signal transduction reactions, 591 
depolarization, calcium release elicited by ryanodine, skeletal 
muscle, 1509 
effects of stretch on Shaker channels with S3-S4 linker dele- 
tions, 2982 
erythrocytes and liposomes, transbilayer movement, spin-la- 
beled steroids, 1418 
fibroblast, relationship between lipid rafts and TCZ, 274 
fusion, stress-free stalk model, 693 
fusion, 2D computer simulation, 3072 
fusion, stalk model, solution of energy crisis, 882 
GM! domains in SM/DOPC/cholesterol membrane, AFM study 
of lipid raft sizes, 2526 
helix interactions in soluble a-bundle proteins and, 2720 
lateral diffusion coefficients, measured by resonance energy 
transfer, 1358 
lateral pressure profiles and size distributions of barrel-stave 
peptide aggregates a, 2520 
lipid, ethanol distribution, NOESY CR, lipid membranes, 1396 
with mobile charged lipids, Poisson-Boltzmann theory for, 76 
motor, cochlear outer hair cell, piezoelectric reciprocal relation- 
ship, 1254 
PET, surface charge fluctuation in pores, 2032 
phospholipid, proton transport, MDS, 1460 
polyunsaturated, molecular organization of cholesterol, 285 
porphyrin depth in, affects photosensitizing efficiency, 2101 
proteins, D/H exchange factors, measured by solution NMR, 
2177 
proton transport via the surface of, 2833 
transmembrane helical bundles, energy analysis, GSMDS, 3063 
Meso-tetrakis( p-sulfonatophenyl)porphyrin, interaction with 
HSA and BLG, 1607 
Met-enkaphalin, long time dynamics, explicit and implicit sol- 
vent models, 1791 
Metabolic Control Analysis, autonomously oscillating biochem- 
ical networks, 99 
Methyl 3,6-di-O-(a@-D-mannopyranosyl)-a—D-mannopyrano- 
side, MBP-bound, NMR and MDS, 2683 
Methyltransferase, CheR, binding and diffusion, E. coli, 1809 
Mica surfaces, DNA binding to, AFM, 357 
Micelles 
bilayered, effect of lanthanide ions and charged lipids on mor- 
phology, SANS, 2487 
neutral reverse, DNA entrapment and condensation, 1570 
Microbeads, PSGL-1| coated, comparison with neutrophil rolling, 
1835 
Microtubules, katanin-mediated severing, lattice defects and, in 
vitro study, 2916 
Microvilli, elongation stabilizes P-selectin bond clusters, 1835 
Microwave frequencies, vibrational resonances at, biological sys- 
tems, 1147 
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MinC, role in cell division, E. coli, 618 
MinD, role in cell division, E. coli, 618 
Mink, role in cell division, E. coli, 618 
Mitochondria 
fatty acid uptake and oxidative flux, heart, 11 
nucleotides and VDAC penetration, 193 
OMMP generation by inner membrane, 684 
Mitogen-activated protein kinases, proofreading in signal trans- 
duction specificity, 2928 
Mitotic apparatus, model of magnetic field induced reorientation, 
1260 
Modeling 
Brownian ratchet and power stroke models, posttranslational 
protein translocation, ER, 1239 
clamped-filament elongation, motors based on actin, 605 
continuum and atomistic, ion partitioning into peptide nano- 
tubes, 1176 
electron transfer, docking of P. hollandica plastocyanin to PSI, 
3305 
Gaussian network, HA motions, 568 
gradient sensing, for amoeba chemotaxis, 50 
HMM, single ion channels, 1930 
KcesA potassium channels, Brownian dynamics simulations, 628 
magnetic field-induced reorientation, MA, 1260 
mechano-electrochemical, radial deformation of EC glycocalyx, 
1153 
muscular fatigue, activation and recovery, 2344 
OC and CD spectra, LH2 complex, purple bacteria, 2184 
parvalbumin relaxing agent in cardiac myocytes, gene transfer 
and, 2565 
polymer brush, interactions between neurofilaments, 2360 
pores, GluR1 channels, 1884 
rate, for receptors above a surface, biacore sensor, 1743 
RBC shapes using continuum mechanics, 1756 
signal transduction in cellular membranes, 591 
thin film cooperativity (letter), 1667 
TOK gating, S. cerevisiae, Monte Carlo simulations, 781 
Molecular brachiation, CheR, binding and diffusion in mem- 
brane receptor cluster, E.coli, 1809 
Molecular dynamics simulations 
allosteric mechanism of human hemoglobin, 3224 
calcium and magnesium binding to parvalbumin, 1133 
competition between water, sodium ions and spermine in DNA 
binding, 2860 
effect of N2 amino group on DNA polypurine tracts, 2592 
functional group contributions to free energy, water and DPPC 
lipid bilayers, 2052 
hydrated DLGPC, 2511 
hydrogen ion conduction in single-file water chain of the gA 
channel, 2304 
hydrostatic pressure and protein-DNA interactions, 93 
influence of environment on a-helices, protein database search- 
ing and, 3207 
ligand binding domain of GluR2, 676 
Lyy-1v-Tesidues in sodium channel inactivation, 1207 
lipid bilayers with Na” counterions, 1818 
MBP-bound trimannosides, 2683 
met-enkaphalin, long time dynamics, 1791 
modeling of KcsA potassium channels, 628 
myoglobin-CO conformational substrate dynamics, 3277 
neutron scattering properties and internal dynamics, trypsin, 
1216 
potential functions in ion channels (letter), 1681 
prion protein computational studies, Ala''’ to Val mutation, 
2746 
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properties of water in the active site gorge of AChE, 2671 
proton transport, phospholipid membranes, 1460 
segregation of PSI and PSII in thylakoid membranes, 1719 
Trypanosoma spp. GDPH, 2906 
water permeation through gA, 2934 
zwitterionic and anionic phospholipid monolayers, 1731 
Molten globules, apomyoglobin hydration during, 418 
Monoglyceride, dicetylphosphate and, thermotropic phase behav- 
ior and protein interactions, 843 
Monolayers, phospholipid, zwitterionic and anionic, MDS, 1731 
Monte Carlo simulations 
30-nanometer chromatin fiber, 2847 
lattice, integrin binding and adhesion ligand clustering, 120 
model of TOK gating, S. cerevisiae, 781 
peptide insertion into lipid bilayers, 244 
protein wriggle, 2665 
solvation model dependency and helix-coil transitions in poly- 
alanine, 3269 
surface-confined supercoiled DNA, 944 
Motor units, muscular, dynamical model of activation, fatigue and 
recovery, 2344 
MSG. see Monoglyceride 
Muscle. see also Skeletal muscle 
cardiac, thick filament periodicity and actin interaction, 1497 
dynamical model of activation, fatigue and recovery, 2344 
fibers, Ca* in history-dependent mechanical properties, rat so- 
leus muscle, 929 
thin filament length, distributed deconvolution analysis of flu- 
orescence images, 2548 
tropomyosin N-terminal coiled coil in interaction with tropo- 
modulin, 2580 
Myelin, hydroxylated GalC, structure at air-water interface, 896 
Myelin basic protein, crystal structures of PKC-6 complexed 
with, 2700 
MYOIA. see MIA 
Myocardium, regulatory proteins and cross-bridging, 915 
Myocytes 
cardiac, parvalbumin as relaxing agent in, gene transfer and 
modeling, 2565 
cardiac, Na**-Ca** exchanger as CICR trigger, 1483 
Myofibrils, thin filament length, distributed deconvolution analy- 
sis of fluorescence images, 2548 
Myoglobin 
CO and, conformational substrate dynamics, 2D vibrational 
echoes and MDS, 3277 
cold-, pressure-, and heat-induced unfolding and aggregation, 
FTIR, 2635 
effect of CO dynamics on Band III, 1059 
Myosin 
interaction with ATP, 660 
isometrically contracting, cross-bridges in skeletal muscles, 
2536 
light chains, during skeletal muscle contraction, 3150 
MIA brush border, LLC-PK1-CL4, 1869 
mechanochemistry of actin movement generated by, 2134 
single synthetic vertebrate thick filaments, nanofabricated can- 
tilever measurement of elasticity, 3128 
Myotubes, IpTxa enhances Ca** release via RyR3, 1319 
Myristoylated alanine-rich PKC substrate, imaging of Ca** 
and PKC interactions, epifluorescence microscopy, 1076 


N 
Na, K-ATPase. see Sodium, potassium-ATPase 
NADH, flavoprotein and, two-photon fluorescence spectroscopy 
and microscopy, 2811 
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NADPH, flavoprotein and, two-photon fluorescence spectroscopy 
and microscopy, 2811 
Nanotubes, peptides, modeling of ion partitioning into, 1176 
Natronobacterium pharaonis, NpSRII, proton channels and reti- 
nal binding, 2156 
NBD. see Nucleotide-binding domains 
NCP. see Nucleosome core particles 
NCX1.1, stoichiometry, transfected HEK-293 cells, 1943 
Nemaline myopathy, tropomyosin N-terminal coiled coil in in- 
teraction with tropomodulin, 2580 
NEMD. see Nonequilibrium molecular dynamics simulations 
Neomycin 
block of ryanodine-modified RyR, 1964 
RyR blockage by, overcome at high holding potentials, 1953 
Networks 
biochemical, autonomously oscillating, control analysis by 
MCA, 99 
biological and artificial, noise attenuation in ultrasensitive signal 
cascades, 2943 
neural, rhythm-generating, periodicity, mixed-mode oscilla- 
tions, rat brain slices, 206 
Neurofilaments, interactions between, and axonal neurofilament 
distributions, polymer brush models, 2360 
Neutrophils 
gradient sensing models for chemotaxis, 50 
rolling, comparison with PSGL-1 coated microbeads, 1835 
Newton black film, controlling protein-lipid bilayer architecture, 
541 
Nicotinic receptors, role of M4 domain in channel gating, 1920 
Nile Red, binding to PYP, H. halophila, 1632 
(Nitrosyliron(II)tetraphenylporphyrin, iron normal mode dy- 
namics, NVRS, 2951 
NOESY. see Nuclear Overhauser enhancement spectroscopy 
Noise, attenuation in ultrasensitive signaling cascades, 2943 
Nonequilibrium molecular dynamics simulations, calculation of 
bulk modulus for lipid bilayers, 1226 
Nonlinear-least squares/maximum-entropy method, kinetic 
analysis of protein folding, 2244 
NORF. see Olfactory receptor cells 
NpSRII. see Sensory rhodopsin I 
NRVS. see Nuclear resonance vibrational spectroscopy 
Nuclear magnetic resonance 
5X-d-(TC),(CT),(AG)3-3X paperclip triplex DNA, 3170 
bone water diffusion studied by, 522 
deuterium, POPC/ceramide membranes, 3089 
DNA triple helix probed by, 3181 
imaging of cucumber water movement, 481 
MBP-bound trimannosides, 2683 
solid state, sublimable solids and lipid bilayer alignment, 2499 
Nuclear Overhauser enhancement spectroscopy, cross-relax- 
ation rates and ethanol distribution, lipid membranes, 1396 
Nuclear resonance vibrational spectroscopy, iron normal mode 
dynamics in FeTTP(NO), 2951 
Nucleation, heterogeneous, and crowding, sickle hemoglobin, 399 
Nucleosome core particles, salt-induced changes, 345 
Nucleotide-binding domains, CFTR, conductance regulated by 
cysteine residues in, 1278 
Nucleotides 
changes induced by, RecA, 2198 
penetration into VDAC, 193 


O 
Octopus vulgaris, oxidized hemocyanin derivatives at pH7.5, 
XAS, 3254 
ODN. see Oligodeoxynucleotides 
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Odor, adaptation, regulated by Ca**-activated K* currents, ORF, 
2005 
OHC. see Hair cells, outer 
Olfactory receptor cells, Ca**-activated K* currents regulate 
odor adaptation, 2005 
Oligodeoxynucleotides, antisense, kinetics of binding to rabbit 
B-globin mRNA, 366 
Oligonucleotides, Ru-labeled, luminescence quenching, 978 
OMMP. see Outer membrane potential 
OmpF 
imaging using AFM, 1667 
PEG partitioning into, 160 
Optical tweezers 
DNA unzipping, 1537 
micromanipulation and force measurement, 3314 
plasma membrane properties, cochlear OHC, 1386 
stress response to, C. elegans, 2224 
Oscillating networks, biochemical, control analysis by MCA, 99 
Osmotic stress 
effect on PEG-induced lipid vesicle fusion, 2090 
hydration effects of heparin on antithrombin, 1040 
Osteocytes, water diffusion studied by NMR, 522 
Outer membrane potential, generation by inner membrane, mi- 
tochondria, 684 
Overhauser effects, 5 <-d-(TC),(CT),(AG),-3 X paperclip triplex 
DNA, NMR, 3170 
Oxaloacetate, atomistic simulations of competition between sub- 
strates and enzymes, 2326 
Oxymyoblobin, kinetic evidence for three CS° in, 2148 


P 
P2, boundary condition, Pc and, simulations in, 2317 
Packing 
diC,,-amidine/DNA complex, biophysical and transfection 
studies, 3105 
helix interactions in soluble a-bundle proteins and membranes, 
2720 
PKC-6 and PKC-6 complexed with MBP, crystal structures, 
2700 
Particle tracking, nanometer localization, individual fluorescent 
probes, 2775 
Parvalbumin 
calcium and magnesium binding, MDS, 1133 
as relaxing agent in adult cardiac myocytes, gene transfer and 
modeling, 2565 
Patch clamps, whole cell recording on planar glass chips, 2831, 
3056 
Pc boundary conditions, P2, and, simulations in, 2317 
PCB. see Phycocyanobilin 
PCH. see Photon counting histogram 
PEB. see Phycoerythrobilin 
PEG. see Polyethylene glycols 
Peptides 
antimicrobial, I and S states concentration dependent, 908 
binding to DRMs and DSMs, 1469 
Perutz stereochemical mechanism, allosteric mechanism of hu- 
man hemoglobin, MDS, 3224 
PET. see Polyethylene terephthalate 
Phallacidin, thin filament length, distributed deconvolution anal- 
ysis of fluorescence images, 2548 
Phase behavior, NOESY, cross relaxation rates and ethanol, lipid 
membranes, 1396 
Phase transitions, L,-H,,, temperature determination for DOPE, 
2504 
Phosphatidylcholine membranes, effect of ceramide on, deute- 
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Phospholipase A,, Crotalus atrox, interaction with GUV, 2232 
Phospholipid monolayers, zwitterionic and anionic, MDS, 1731 
Phospholipids, mixtures of, effect of lanthanide ions and charged 
lipids on morphology, SANS, 2487 
Photoactive yellow protein, Halorhodospira halophila, binding 
of Nile Red, 1632 
Photocycles, D96N-bR, movement of F helix during M-MN tran- 
sition at neutral pH, x-ray diffraction, 2610 
Photohydrolysis, nonisomerizable bR pigment, 2617 
Photon counting histogram, characterization of EGFP molecular 
brightness, HeLa cells, 133 
Photosynthesis, electron transfer kinetics, RC in trehalose glasses, 
558 
Photosystems 
PSI, docking of P. hollandica plastocyanin to, electron transfer 
complex model, 3305 
PSI and PSII, segregation in thylakoid membranes, MDS, 1719 
PSII, energy transfer in CP43 and CP47, 1586 
Phototransduction, calcium diffusion coefficient, rods, 728 
Phototropin, blue-light receptors related to, in prokaryotes, 2627 
Phycocyanobilin, reconstituted with Cph 1, ultrafast dynamics, 
1004 
Phycoerythrin, lateral diffusion of MHC class I molecules, mea- 
sured by FRAP, HeLa cells, 1828 
Phycoerythrobilin, reconstituted with Cph 1, ultrafast dynamics, 
1004 
Phytochromes, Cph |, Synechocystis PCC 6803, ultrafast dynam- 
ics, 1004 
pK, values, buried residues, continuum methods, role of water 
penetration, 3289 
PKC. see Protein kinases 
Plants, epicuticular wax layer, thermotrophic mesomorphism in 
model system, 530 
Plasma membranes 
calcium pump oligomerization, 437 
Na, K-ATPase phosphorylation by PKC, 1907 
Plastocyanin, P. hollandica, docking to PSI, electron transfer 
complex model, 3305 
PNU145156E, bFGF interactions with, effect of polar interactions 
on folding, 2652 
Poisson-Boltzmann theory, membranes with mobile charged lip- 
ids, 76 
Poisson’s law, /ac repressor radiolysis by y-rays and heavy ions, 
2373 
Poloxamer 188, effect on lipid momolayers, 1453 
Polyalanine, solvation model dependency and helix-coil transi- 
tions, 3269 
Polyanions, effects on kinetics, gramicidin channels, 1308 
Polyethylene glycols 
effect of osomotic and curvature stress, lipid vesicle fusion 
induction, 2090 
partitioning into OmpF, 160 
Polyethylene terephthalate, membrane pores, surface charge 
fluctuation, 2032 
Polymer brush models, neurofilament interactions and axonal 
neurofilament distributions, 2360 
Polymerization, cortical actin patch movement in yeast, 2333 
Pores 
GluR1 channels, modeling, 1884 
PET membranes, surface charge fluctuation, 2032 
Porins 
AFM imaging of OmpF, 1667 
PEG partitioning into OmpF, 160 
Porphyrins 
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depth in membrane, affects photosensitizing efficiency, 2101 
water soluble, interaction with HSA and BLG, 1607 
Potassium ion channels. see also Specific channels 
BK, fine tuning by B-subunits, hair cells, 64 
BK, inactivation, steady-state and closed-state inactivation 
properties, 2448 
calcium-dependent, steady-state and closed-state inactivation 
properties, 2448 
homology with GluRI channels, 1884 
KesA, ion transport using MDS and BDS, 628 
KscA, ionization and conformation of Glu-71, 772 
Shaker, 3D structure of the S4-S5 segment, 2995 
Shaker, inhibition of single channels by « -conotoxin-PVITA, 
3003 
Shaker, with S3-S4 linker deletions, effects of membrane 
stretch, 2982 
sqKvlA, Xenopus oocytes, pharmacology and_ inactivation, 
3022 
Power stroke model, posttranslational protein translocation, ER, 
1239 
Preferential interaction coefficients, solvents accumulated near 
macromolecular solutes, 2876 
Pressure perturbation calorimetry, application to lipid bilayers, 
1445 
Prion proteins 
computational studies, Ala''’ to Val mutation, 2746 
role of dimerization in replication, 1711 
Prokaryotes, phototropin-related blue-light receptors in, 2627 
Proofreading, role in signal transduction specificity, 2928 
Protein kinases 
PKC, phosphorylation of purified Na, K-ATPase, 1907 
PKC-6 crystal structures, 2700 
Proteins 
Brownian ratchet and power stroke models, posttranslational 
translocation, ER, 1239 
flexibility, effect of heavy water on, 3246 
folding, kinetic analysis, hybrid MEM/NLS, 2244 
hydrostatic pressure and interactions with DNA, MDS, 93 
interactions in solution, SAS, 2165 
interactions with MSG/DCP, 843 
monolayer supported by lipid bilayers, structural control of, 541 
size-distribution, by analytical ultracentrifugation, 1096 
stability increased by surface hydrogen bonds, 391 
structural, SHIM of, 493 
structure predictions using SPBC, 36 
temperature dependence of internal dynamics, MDS, 1216 
unfolding, apolar and polar solvation thermodynamics, 713 
wriggling of, 2665 
Protien Folding. see Folding 
Proton channels, in NpSRII, 2156 
Proton pumps, control in bR, H. salinarum, 1004 
Proton wires, hydrogen ion conduction in single-file water chain 
of the gA channel, 2304 
Protonation, stability of globular domain, HA, 1050 
Protons 
activation energies of transfer, gA channels, 182 
conductance, dipole potential modulation, GR, 865 
transport near phospholipid membrane, MDS, 1460 
transport via the membrane surface, 2833 
Pseudomonas aeruginosa, azurin mutants, cavities in B-barrel and 
folding speed, 2645 
PSGL-1. see P-Selectin ligand glycoprotein-| 
Psoas muscle, permeabilized, A®CM@ATP state in, 2111 
Pulmonary surfactant films 
inactivation by serum albumin, 835 
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lipid bilayers and, segregation of saturated chain lipids, 2041 
Purple bacteria, OD and CD spectra, LH2 complex, 2184 
PYP. see Photoactive yellow protein 


Q 
Quercetin, effect on CRC, SR. 1266 


R 
Radiolysis, /ac repressor, by y-rays and heavy ions, 2373 
Rate models, receptors distributed in layer above surface, 1743 
RBCs. see Red blood cells 
RCs. see Reaction centers 
Reaction centers 
B. viridis, mutated, 3186 
electron transfer kinetics, trehalose glasses, 558 
RecA, nucleotide binding-induced changes, difference FTIR, 2198 
Recoverin, membrane binding between lipid bilayers and, AFM, 
3343 
Red blood cells 
aggregates, simulation of US backscattering, 1696 
echinocyte shapes, modeling using continuum mechanics, 1756 
membrane tether formation, adhesion energy and, 2964 
Refolding. see Folding 
Relaxation 
kinetics, relation to heat capacity, lipid membranes, 299 
parvalbumin as agent for, cardiac myocytes, 2565 
Replication, prion proteins, role of dimerization, !711 
Reservoir boundaries, relevance in BD simulations, ion channels, 
1975 
Resonance energy transfer, measures lateral diffusion transfer, 
membranes, 1358 
Resonances, vibrational, at microwave frequencies, biological 
systems, 1147 
Respiratory rhythms, neural networks generating, rat brain 
slices, 206 
Respreading pressure, serum albumin inactivates lung surfactant, 
83 


Reticulated lipid probe fluorescence, MDCK cell topography, 
752 
Retinal binding sites, in NpSRII, 2156 
Rhodobacter capsulatus, ATP synthase, chromatophore vesicles, 
1115 
Rhodobacter sphaeroides, RC, electron transfer in trehalose 
glasses, 558 
Rhodopseudomonas acidophila, OD and CD spectra, LH2 com- 
plex, 2184 
Rhodopseudomonas molischianum, OD and CD spectra, LH2 
complex, 2184 
Rhodopseudomonas palustris, characterization of LL B800 LH2 
complex, 963 
Rhodopsin 
effect of suramin on transducin coupling, 793 
light-induced H” conductance, C. reinhardtii eyes, 740 
Rigor, isometrically contracting, cross-bridges in skeletal muscles, 
2536 
mRNA, rabbit B-globin, kinetics of antisense ODN binding, 366 
Rods, photoreceptor outer segments, Ca?’ diffusion coefficient, 
728 
Ryanodine 
calcium release elicited by, skeletal muscle, 1509 
induces RyR alterations, neomycin blockage and, 1964 
Ryanodine receptor channels, neomycin blockage relieved at 
high holding potentials, 1953 
Ryanodine receptors 
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calcium ion activation of, initiation of skeletal-type E-C cou- 
pling and, 2428 

cardiac, effect of DIDS, 3037 

CSQ inhibits calcium release channels, SR, 310 

estimation of SR calcium release flux underlying calcium 
sparks, 2396 

FKBP12 modulates binding to DHPR, 145 

role of pore-forming segment, ryanodine interaction, 2436 

RyR3, IpTxa enhances calcium release via, myotubes, 1319 

RyR. see Ryanodine receptor 


S 
Saccharomyces cerevisiae 
cortical actin patch movement in yeast, 2333 
model of TOK1 gating, 781 
Salt, dependence of elasticity and overstretching transition, single 
DNA molecule, 3160 
SANS. see Small-angle neutron scattering 
Sarcoplasmic reticulum 
Ca-ATPase, Ca", H” and Mg’ 
CRC, effect of quercetin, 1266 
CSQ inhibits RyR calcium release channels, 310 
estimation of calcium ion release flux underlying calcium 
sparks, 2396 
sheep cardiac RyR, neomycin blockage, 1953, 1964 
surface junctions, in absence of DHPR and RyR, mouse skeletal 
muscle, 3144 
Scanning force microscopy, study of lung surfactant on air bub- 
ble, 474 
Second harmonic generation, polarization-modulated, collagen, 
3330 
Second-harmonic imaging microscopy, 3-D imaging of struc- 
tural proteins, 493 
P-Selectin ligand glycoprotein—1, microbeads coated with, com- 
parison with neutrophil rolling, 1835 
Self-interaction chromatography, protein osmotic second viral 
coefficients, 1620 
Sensory rhodopsin II, N. pharaonis, proton channel and retinal 
binding, 2156 
SFM. see Scanning force microscopy 
Shaker channels 
3D structure of the S4-S5 segment, 2995 
S3-S4 linker deletions, effects of membrane stretch, 2982 
single, inhibition by «-conotoxin-PVIIA, 3003 
Shear flow, detachment kinetics of D. discoideum from solid 
substrates, 2383 
Shear rate, effect on simulation of US background scattering, 
RBC aggregates, 1696 
SHG. see Second harmonic generation 
SHIM. see Second-harmonic imaging microscopy 
SIC. see Self-interaction chromatography 
Sickle hemoglobin, heterogeneous nucleation and crowding, 399 
Signal transduction 
model in cellular membranes, 591 
role of proofreading in specificity, 2928 
ultrasensitive cascades, noise attenuation in, 2943 
Single molecule spectroscopy, Tc3 and DNA binding domain, 
1654 
Single particle tracking, relationship between TCZ and lipid 
rafts, fibroblast membranes, 274 
Site-specific infrared dichroism, determination of M2 protein 
membrane orientation, 1068 
Size distributions, barrel-stave peptide aggregates, bilayer lateral 
pressure profiles and, 2520 
Skeletal muscle. see also Muscle 
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activated fibers, non-cross-bridge stiffness, frog, 3118 
calcium channel influx and opening, control and mdx mice, 
3012 
calcium release elicited by ryanodine, 1509 
contraction, myosin light chains during, 3150 
E-C coupling, calcium activation of RyR1 and initiation of, 
2428 
isometrically contracting, cross-bridges in, 2536 
mouse, IGF-I prevents intracellular calcium decrease, 1338 
sodium channels, charged residues in DIVS4, 1293 
SR surface junctions in absence of DHPR and RyR, mouse, 
3144 
Skin, porcine, temperature-dependent effects of electroporation, 
109 
SM. see Sphingomyelin 
Small-angle diffraction studies, new deformation model, a-ker- 
atin hard fibers, 2265 
Small-angle neutron scattering, lanthanide ions and charge lip- 
ids, morphology of PL mixtures, 2487 
Small-angle scattering, protein interactions in solution, 2165 
Sodium, potassium-ATPase, phosphorylation by PKC, 1907 
Sodium/calcium exchanger 
alternative trigger of CICR, cardiac myocytes, 1483 
NCX1.1, stoichiometry, transfected HEK-293 cells, 1943 
Sodium counterions, lipid bilayers, MDS, 1818 
Sodium glucose cotransporter, single molecule recognition of 
protein-binding epitopes in brush border membranes, 
AFM, 2767 
Sodium ion channels 
gating and voltage sensor in domain III, 3048 
rat skeletal muscle, charged residues in DIVS4, 1293 
role of L,,;;y- residues in inactivation, MDS, 1207 
voltage-gated, SPARC as fluorescent probe for, 509 
Sodium ions, competition between water, spermine and, in DNA 
binding, MDS, 2860 
Solutes, macromolecular, accumulated solvent near, preferential 
interaction coefficients, 2876 
Solvation, thermodynamics, apolar and polar, protein unfolding, 
713 
Solvents, accumulated near macromolecular solutes, preferential 
interaction coefficients, 2876 
Somatic membrane currents, crucial to odor adaptation, ORF, 
2005 
SPARC, fluorescent probe of channel gating, 509 
SPBC. see Stochastic perturbation with soft constraints 
Spermine, competition between water, sodium ions and, in DNA 
binding, MDS, 2860 
Sphingomyelin 
calcium ion interactions with DHSM and, 3096 
lipid raft sizes, GM1 domains in SM/DOPC/cholesterol mem- 
brane, AFM, 2526 
Spicules, RBC, modeling using continuum mechanics, 1756 
sqKviA channels, Xenopus oocytes, pharmacology and inactiva- 
tion, 3022 
SR. see Sarcoplasmic reticulum 
Stability diagram, cytochrome c, 1644 
Stalk model 
membrane fusion, solution of energy crisis, 882 
stress-free, membrane fusion, 693 
Staphylococcal nucleases, pK,, values of buried residues, contin- 
uum methods, role of water penetration, 3289 
Steroids, spin-labeled, transbilayer movement, erythrocytes and 
liposomes, 1418 
Stiffness, non-cross-bridge, activated frog muscle fibers, 3118 
Stochastic perturbation with soft constraints, protein structure 
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predictions, 36 
Stratum corneum, temperature dependent-effects of electropora- 
tion, 109 
Streptavidin, interaction with biotin, dissecting with a laminar 
flow chamber, 3214 
Stress, response to optical tweezers, C. elegans, 2224 
Stretch 
membrane, effects on Shaker channels with S3-S4 linker dele- 
tions, 2982 
salt dependence of elasticity and overstretching transition, single 
DNA molecule, 3160 
Substrates, enzyme binding, atomistic simulations of competition 
between, 2326 
Suramin, effect on rhodopsin coupling to transducin, 793 
Synechocystis PCC 6803, ultrafast dynamics of phytochrome Cph 
1, 1004 
Syringomycin E channels, stabilization by lipopeptide, 1985 


T 
T4 DNA, stretching in agarose gels using AC electric fields, 335 
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